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RNase H1 directs origin-specific initiation of DNA replication in human mitochondria. PLoS Genetics,

2019, 15, e1007781. 3.5 58

RNase H1 Regulates Mitochondrial Transcription and Translation via the Degradation of 7S RNA.
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EMBO Molecular Medicine, 2018, 10, . )
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A novel de novo dominant mutation in<i>ISCU</i>associated with mitochondrial myopathy. Journal of
Medical Genetics, 2017, 54, 815-824.

Functionally pathogenic <i>EARS2<[i> variants in vitro may not manifest a phenotype in vivo.
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The Role of DNA Repair in Maintaining Mitochondrial DNA Stability. Advances in Experimental Medicine
and Biology, 2017, 1038, 85-105.
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New genes and pathomechanisms in mitochondrial disorders unraveled by NGS technologies.
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EMBO Molecular Medicine, 2014, 6, 169-182.
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Mitochondrial DNA replication proceeds via a 4€ bootlaced€™ mechanism involving the incorporation of
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Molecular variability and phylogenetic relationships among different species and populations of
Pratylenchus (Nematoda: Pratylenchidae) as inferred from the analysis of the ITS rDNA. European 1.7 48
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Mitochondrial DNA in metazoa: degree of freedom in a frozen event. Gene, 2002, 286, 3-12. 2.2 97



56

58

60

62

64

66

AURELIO REYES

ARTICLE IF CITATIONS
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