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MiR-31 targets HSD17B14 and FSHR, and miR-20b targets HSD17B14 to affect apoptosis and steroid
hormone metabolism of porcine ovarian granulosa cells. Theriogenology, 2022, 180, 94-102.

Functionally Antagonistic Transcription Factors IRF1 and IRF2 Regulate the Transcription of the
Dopamine Receptor D2 Gene Associated with Aggressive Behavior of Weaned Pigs. Biology, 2022, 11, 135.
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active attack at the individual level. Applied Animal Behaviour Science, 2022, 247, 105556.

A Single-Nucleotide Polymorphism in the Promoter of Porcine ARHGAP24 Gene Regulates Aggressive
Behavior of Weaned Pigs After Mixing by Affecting the Binding of Transcription Factor p53. Frontiers 3.7 1
in Cell and Developmental Biology, 2022, 10, 839583.

Identification of functional single nucleotide polymorphisms in the porcine <i>SLC6A4<[i> gene
associated with aggressive behavior in weaned pigs after mixing. Journal of Animal Science, 2022, 100, .

Drinking Water Supplemented with Acidifiers Improves the Growth Performance of Weaned Pigs and
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Comprehensive Transcriptome Analysis of Follicles from Two Stages of the Estrus Cycle of Two
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Functional variants in the promoter region of sulfotransferase 1C1 gene associated with estrogen

degradation in gilts. Animal Science Journal, 2022, 93, . L4 1

Predominant wheat-alien chromosome translocations in newly developed wheat of China. Molecular
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Identifying blood-based biomarkers associated with aggression in weaned pigs after mixing. Applied
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Identification of Functional Single Nucleotide Polymorphisms in Porcine HSD17B14 Gene Associated
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Effects of Macleaya cordata extract on small intestinal morphology and gastrointestinal microbiota
diversity of weaned pigs. Livestock Science, 2020, 237, 104040.

Effects of tail docking and/or teeth clipping on behavior, lesions, and physiological indicators of

sows and their piglets. Animal Science Journal, 2019, 90, 1320-1332. L4 8

Identification of Single Nucleotide Polymorphisms in Porcine MAOA Gene Associated with Aggressive
Behavior of Weaned Pigs after Group Mixing. Animals, 2019, 9, 952.

Fermented feed regulates growth performance and the cecal microbiota community in geese. Poultry

Science, 2019, 98, 4673-4684. 34 46

Teeth clipping, tail docking and toy enrichment affect physiological indicators, behaviour and lesions

of weaned pigs after re-location and mixing. Livestock Science, 2018, 212, 137-142.

INcRNA <i>AK017368</i> promotes proliferation and suppresses differentiation of myoblasts in skeletal

muscle development by attenuating the function of miR&€30c. FASEB Journal, 2018, 32, 377-389. 0.5 68
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<i>Macleaya cordata</i> extracts suppressed the increase of a part of antibiotic resistance genes in

fecal microorganism of weaned pigs. Canadian Journal of Animal Science, 2018, 98, 884-387.

Effects of several in-feed antibiotic combinations on the abundance and diversity of fecal microbes in

weaned pigs. Canadian Journal of Microbiology, 2017, 63, 402-410. L7 14
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Genome-wide differential mRNA expression profiles in follicles of two breeds and at two stages of
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Group housing during gestation affects the behaviour of sows and the physiological indices of
offspring at weaning. Animal, 2014, 8, 1162-1169.

Radiation-induced translocations with reduced Haynaldia villosa chromatin at the Pm21 locus for
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Effects of tail docking and teeth clipping on the physiological responses, wounds, behavior, growth,
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miR-26b Promotes Granulosa Cell Apoptosis by Targeting ATM during Follicular Atresia in Porcine
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Expression Profiles of the Insulin-like Growth Factor System Components in Liver Tissue during
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MicroRNA expression profiles of porcine skeletal muscle. Animal Genetics, 2010, 41, 499-508.
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