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Molecular characterization of a putative plant homolog of MBD4 DNA glycosylase. DNA Repair, 2013,
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Arabidopsis thaliana AtPOLKencodes a DinB-like DNA polymerase that extends mispaired primer termini
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The [I)hotolyase gene from the plant pathogen Fusarium oxysporum f. sp. lycopersici is induced by
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