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Amazon Rivera€™s Mouth by Means of Mitochondrial Control Region Gene Sequences and Implications
for Conservation. Diversity, 2013, 5, 703-723.

Molecular Relationships and Classification of Several Tufted Capuchin Lineages (Cebus apella, Cebus) Tj ETQqO 0 O rgBT [Overlock 10 Tf
0.7 24
Sequences. Folia Primatologica, 2012, 83, 100-125.

Pattern and timing of diversification of Cetartiodactyla (Mammalia, Laurasiatheria), as revealed by a

comprehensive analysis of mitochondrial genomes. Comptes Rendus - Biologies, 2012, 335, 32-50.

Molecular systematics and phylogeography of<i>Cebus capucinus</i>(Cebidae, Primates) in Colombia
and Costa Rica by means of the mitochondrial COll gene. American Journal of Primatology, 2012, 74, 1.7 25
366-380.



38

40

42

44

46

48

50

52

54

MANUEL Ru1z-GARCIA

ARTICLE IF CITATIONS

Sexual isolation between North American and Bogota strains of Drosophila pseudoobscura. Behavior

Genetics, 2012, 42, 472-482.

Population structure and conservation of a high-altitude specialist, the Andean cat Leopardus

jacobita. Endangered Species Research, 2012, 16, 283-294. 2.4 19

Partial molecular characterisation of New World non-human primate lymphocryptoviruses.
Infection, Genetics and Evolution, 2011, 11, 1782-1789.

Molecular Phylogenetics of Aotus (Platyrrhini, Cebidae). International Journal of Primatology, 2011, 19 2
32,1218-1241. )

Population history, phylogeography, and conservation genetics of the last Neotropical
mega-herbivore, the lowland tapir (Tapirus terrestris). BMC Evolutionary Biology, 2010, 10, 278.

Phylo§eny and phylogeography of squirrel monkeys (genus <i>Saimiri</i>) based on cytochrome 17 a1

<i>b<[i> genetic analysis. American Journal of Primatology, 2010, 72, 242-253.

Molecular phylogenetics and phylogeography of the white-fronted capuchin (Cebus albifrons;) Tj ETQq1 1 0.784314 rgBT [Overlock 1
2.7 35
57,1049-1061.

Genetic Structure of Anopheles (Nyssorhynchus) marajoara (Diptera: Culicidae) in Colombia. American

Journal of Tropical Medicine and Hygiene, 2010, 83, 585-595. L4 13

Molecular Systematics and Phylogeography of the Genus Lagothrix (Atelidae, Primates) by Means of
the Mitochondrial COIll Gene. Folia Primatologica, 2010, 81, 109-128.

Analysis of diversity among six populations of Colombian mango (Mangifera indica L. cvar. Hilacha)

using RAPDs markers. Electronic Journal of Biotechnology, 2009, 12, . 2.2 6

Influence of ancient glacial periods on the Andean fauna: the case of the pampas cat (Leopardus) Tj ETQql 1 0.784314 rgBT LQverloc

Isoenzyme Polymorphism and Genetic Structure of Ochlerotatus taeniorhynchus (Diptera: Culicidae)

in Populations from the Colombian Atlantic Coast. Biochemical Genetics, 2009, 47, 462-470. 17 3

The Taxonomy and Conservation Status of<i>Saimiri Sciureus Albigena:</i>A Squirrel Monkey Endemic
to Colombia. Primate Conservation, 2009, 24, 59-64.

Genetic Variability in Four Alouatta Species Measured by Means of Nine DNA Microsatellite Markers:

Genetic Structure and Recent Bottlenecks. Folia Primatologica, 2007, 78, 73-87. 0.7 25

DNA microsatellite characterization of the jaguar (Panthera onca) in Colombia. Genes and Genetic
Systems, 2006, 81, 115-127.
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