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Single-cell immune profiling reveals functional diversity of T cells in tuberculous pleural effusion.

Journal of Experimental Medicine, 2022, 219, .

Ifnar gene variants influence gut microbial production of palmitoleic acid and host immune responses 1.9 1
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Proteomics in Biomarker Discovery for Tuberculosis: Current Status and Future Perspectives.
Frontiers in Microbiology, 2022, 13, 845229.
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Association Between Functional Nucleotide Polymorphisms Up-regulating Transforming Growth
Factor 121 Expression and Increased Tuberculosis Susceptibility. Journal of Infectious Diseases, 2020, , .

The differential immune responses to COVID-19 in peripheral and lung revealed by single-cell RNA

sequencing. Cell Discovery, 2020, 6, 73. 6.7 188

Autoantibody-Mediated Erythrophagocytosis Increases Tuberculosis Susceptibility in HIV Patients.
MBio, 2020, 11, .

Allelic-Specific Regulation of xCT Expression Increases Susceptibility to Tuberculosis by Modulating

microRNA-mRNA Interactions. MSphere, 2020, 5, . 2.9 10

Quantitative analysis of serum-based IgG agalactosylation for tuberculosis auxiliary diagnosis.
Glycobiology, 2020, 30, 746-759.
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Single-cell transcriptomics of blood reveals a natural Riller cell subset depletion in tuberculosis.
EBioMedicine, 2020, 53, 102686.

Identification of eight-protein biosignature for diagnosis of tuberculosis. Thorax, 2020, 75, 576-583. 5.6 29

Biomarkers of iron metabolism facilitate clinical diagnosis in <i>M</[i> <i>ycobacterium
tuberculosis<[i> infection. Thorax, 2019, 74, 1161-1167.

A proline deletion in IFNAR1 impairs IFN-signaling and underlies increased resistance to tuberculosis in
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Th1 cytokines, true functional signatures for protective immunity against TB?. Cellular and Molecular
Immunology, 2018, 15, 206-215.

A multi-cohort study of the immune factors associated with M. tuberculosis infection outcomes. 978 184
Nature, 2018, 560, 644-648. :

Nitric oxide prevents a pathogen-permissive granulocytic inflammation during tuberculosis. Nature

Microbiology, 2017, 2, 17072.

Role of Granulocyte-Macrophage Colony-Stimulating Factor Production by T Cells

during<i>Mycobacterium tuberculosis</i>Infection. MBio, 2017, 8, . 41 65
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Tuberculosis infection in rural labor migrants in Shenzhen, China: Emerging challenge to
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XCT increases tuberculosis susceptibility by regulating antimicrobial function and inflammation.
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Discriminating Active Tuberculosis from Latent Tuberculosis Infection by flow cytometric
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B cell infiltration is associated with the increased IL-17 and IL-22 expression in the lungs of patients

with tuberculosis. Cellular Immunology, 2011, 270, 217-223. 3.0 31
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