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Mutations Defines a Clinical Spectrum with Genotype-Phenotype Correlation. Journal of Investigative
Dermatology, 2020, 140, 1106-1110.e2.

NR2F1 regulates regional progenitor dynamics in the mouse neocortex and cortical gyrification in 78 49
BBSOAS patients. EMBO Journal, 2020, 39, e104163. :

New Insights into Potocki-Shaffer Syndrome: Report of Two Novel Cases and Literature Review. Brain

Sciences, 2020, 10, 788.
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Postzygotic inactivating mutations of RHOA cause a mosaic neuroectodermal syndrome. Nature 914 25
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