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Warming drives a 4€ hummockificationa€™ of microbial communities associated with decomposing
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DNA metabarcoding reveals host-specific communities of arthropods residing in fungal fruit bodies.
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Legacies of invertebrate exclusion and tree secondary metabolites control fungal communities in
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Contrasting demographic histories revealed in two invasive populations of the dry rot fungus
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Establishment of spruce plantations in native birch forests reduces soil fungal diversity. FEMS
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Spatiotemporal variation of the indoor mycobiome in daycare centers. Microbiome, 2021, 9, 220.

Secondary metabolites and nutrients explain fungal community composition in aspen wood. Fungal
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Glacier retreat in the High Arctic: opportunity or threat for ectomycorrhizal diversity?. FEMS
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FungalTraits: a user-friendly traits database of fungi and fungus-like stramenopiles. Fungal Diversity,
2020, 105, 1-16.

Biogeography of plant root&€associated fungal communities in the North Atlantic region mirrors
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mineral soil. FEMS Microbiology Ecology, 2019, 95, . 2.7 24
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Fungal communities influence decomposition rates of plant litter from two dominant tree species.
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How many DNA markers are needed to reveal cryptic fungal species?. Fungal Biology, 2015, 119, 940-945.
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Reply to Gange et al.: Climate-driven changes in the fungal fruiting season in the United Kingdom.
Proceedings of the National Academy of Sciences of the United States of America, 2013, 110, E335.

Different bacterial communities in ectomycorrhizae and surrounding soil. Scientific Reports, 2013, 3,

3471. 3.3 77

Microsatellite markers for <i>Hylocomium splendens</i> (Hylocomiaceae). American Journal of
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