434

papers

450

all docs

2832

49,291 97
citations h-index
450 450
docs citations times ranked

199

g-index

53886

citing authors



10

12

14

16

18

QL ANTA a A

ARTICLE IF CITATIONS

InterleuRin-1 polymorphisms associated with increased risk of gastric cancer. Nature, 2000, 404,

398-402.

Genome-wide association study identifies novel breast cancer susceptibility loci. Nature, 2007, 447,
1087-1093. 13.7 2,165

Genome-wide association study identifies 30 loci associated with bipolar disorder. Nature Genetics,
2019, 51, 793-803.

A susceptibility locus for lung cancer maps to nicotinic acetylcholine receptor subunit genes on 13.7 1169
15q25. Nature, 2008, 452, 633-637. : ’

Association analysis identifies 65 new breast cancer risk loci. Nature, 2017, 551, 92-94.

Analysis of shared heritability in common disorders of the brain. Science, 2018, 360, . 6.0 1,085

Genome-wide meta-analyses identify multiple loci associated with smoking behavior. Nature Genetics,
2010, 42, 441-447.

Human Papillomavirus and Oral Cancer: The International Agency for Research on Cancer Multicenter 2.0 1013
Study. Journal of the National Cancer Institute, 2003, 95, 1772-1783. : ¢

Large-scale genotyping identifies 41 new loci associated with breast cancer risk. Nature Genetics, 2013,
45, 353-361.

Genomic Relationships, Novel Loci, and Pleiotropic Mechanisms across Eight Psychiatric Disorders. 135 935
Cell, 2019, 179, 1469-1482.e11. :

Subtyping of Breast Cancer by Immunohistochemistry to Investigate a Relationship between Subtype
and Short and Long Term Survival: A Collaborative Analysis of Data for 10,159 Cases from 12 Studies.
PLoS Medicine, 2010, 7, e1000279.

Menarche, menopause, and breast cancer risk: individual participant meta-analysis, including 1184€°964

women with breast cancer from 117 epidemiological studies. Lancet Oncology, The, 2012, 13, 1141-1151. 51 753

Polygenic Risk Scores for Prediction of Breast Cancer and Breast Cancer Subtypes. American Journal
of Human Genetics, 2019, 104, 21-34.

Genome-wide association study identifies eight risk loci and implicates metabo-psychiatric origins for

anorexia nervosa. Nature Genetics, 2019, 51, 1207-1214. 94 641

Genome-wide association study of more than 40,000 bipolar disorder cases provides new insights into
the underlying biology. Nature Genetics, 2021, 53, 817-829.

Genomic Dissection of Bipolar Disorder and Schizophrenia, Including 28 Subphenotypes. Cell, 2018, 173, 135 623
1705-1715.el6. :

Type | and Il Endometrial Cancers: Have They Different Risk Factors?. Journal of Clinical Oncology, 2013,

31,2607-2618.

Associations of Breast Cancer Risk Factors With Tumor Subtypes: A Pooled Analysis From the Breast

Cancer Association Consortium Studies. Journal of the National Cancer Institute, 2011, 103, 250-263. 3.0 596



20

22

24

26

28

30

32

34

36

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

A common coding variant in CASP8 is associated with breast cancer risk. Nature Genetics, 2007, 39,

352-358.

Detectable clonal mosaicism and its relationship to aging and cancer. Nature Genetics, 2012, 44,
651-658. o4 519

Lung cancer susceptibility locus at 5p15.33. Nature Genetics, 2008, 40, 1404-1406.

Multiple independent variants at the TERT locus are associated with telomere length and risks of

breast and ovarian cancer. Nature Genetics, 2013, 45, 371-384. 94 493

A multistage genome-wide association study in breast cancer identifies two new risk alleles at 1p11.2
and 14g24.1 (RAD51L1). Nature Genetics, 2009, 41, 579-584.

Large-scale association analysis identifies new lung cancer susceptibility loci and heterogeneity in

genetic susceptibility across histological subtypes. Nature Genetics, 2017, 49, 1126-1132. o4 472

Newly discovered breast cancer susceptibility loci on 3p24 and 17q23.2. Nature Genetics, 2009, 41,
585-590.

Prediction of Breast Cancer Risk Based on Profiling With Common Genetic Variants. Journal of the

National Cancer Institute, 2015, 107, . 3.0 428

Significant Locus and Metabolic Genetic Correlations Revealed in Genome-Wide Association Study of
Anorexia Nervosa. American Journal of Psychiatry, 2017, 174, 850-858.

Differences in Risk Factors for Breast Cancer Molecular Subtypes in a Population-Based Study. Cancer

Epidemiology Biomarkers and Prevention, 2007, 16, 439-443. 11 394

Cigarette smoRing and lung cancera€”relative risk estimates for the major histological types from a
pooled analysis of casea€“control studies. International Journal of Cancer, 2012, 131, 1210-1219.

Performance of Common Genetic Variants in Breast-Cancer Risk Models. New England Journal of

Medicine, 2010, 362, 986-993. 13.9 376

Genome-wide association studies identify four ER negative&d€“specific breast cancer risk loci. Nature
Genetics, 2013, 45, 392-398.

Rare variants of large effect in BRCA2 and CHEK? affect risk of lung cancer. Nature Genetics, 2014, 46,

736-741. 94 360

Identification of 12 new susceptibility loci for different histotypes of epithelial ovarian cancer.
Nature Genetics, 2017, 49, 680-691.

Menopausal hormone use and ovarian cancer risk: individual participant meta-analysis of 52

epidemiological studies. Lancet, The, 2015, 385, 1835-1842. 63 349

Hormone-receptor expression and ovarian cancer survival: an Ovarian Tumor Tissue Analysis

consortium study. Lancet Oncology, The, 2013, 14, 853-862.

GWAS meta-analysis and replication identifies three new susceptibility loci for ovarian cancer. Nature

Genetics, 2013, 45, 362-370. 9.4 326



38

40

42

44

46

48

50

52

54

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

A genome-wide association study identifies susceptibility loci for ovarian cancer at 2q31 and 8q24.

Nature Genetics, 2010, 42, 874-879.

Oral Health and Risk of Squamous Cell Carcinoma of the Head and Neck and Esophagus: Results of

Two Multicentric Case-Control Studies. American Journal of Epidemiology, 2007, 166, 1159-1173. L6 318

Heterogeneity of Breast Cancer Associations with Five Susceptibility Loci by Clinical and Pathological
Characteristics. PLoS Genetics, 2008, 4, e1000054.

Improved survival of gastric cancer with tumour Epsteind€“Barr virus positivity: an international 61 309
pooled analysis. Gut, 2014, 63, 236-243. )

Genome-wide association study reveals two new risk loci for bipolar disorder. Nature
Communications, 2014, 5, 3339.

Identification of ten variants associated with risk of estrogen-receptor-negative breast cancer. o4 289
Nature Genetics, 2017, 49, 1767-1778. '

A genome-wide association study of anorexia nervosa. Molecular Psychiatry, 2014, 19, 1085-1094.

A genome-wide association study identifies a new ovarian cancer susceptibility locus on 9p22.2. Nature o4 276
Genetics, 2009, 41, 996-1000. )

Genome-wide association study identifies 32 novel breast cancer susceptibility loci from overall and
subtype-specific analyses. Nature Genetics, 2020, 52, 572-581.

Genome-wide association analysis identifies three new breast cancer susceptibility loci. Nature o4 256
Genetics, 2012, 44, 312-318. :

A Functional Polymorphism of Toll-Like Receptor 4 Gene Increases Risk of Gastric Carcinoma and Its
Precursors. Gastroenterology, 2007, 132, 905-912.

Common variants at 19p13 are associated with susceptibility to ovarian cancer. Nature Genetics, 2010,
42, 880-884. o4 235

Identification of six new susceptibility loci for invasive epithelial ovarian cancer. Nature Genetics,
2015, 47,164-171.

Genome-wide association study of renal cell carcinoma identifies two susceptibility loci on 2p21 and o4 290
11q13.3. Nature Genetics, 2011, 43, 60-65. .

Cigarette, Cigar, and Pipe Smoking and the Risk of Head and Neck Cancers: Pooled Analysis in the
International Head and Neck Cancer Epidemiology Consortium. American Journal of Epidemiology, 2013,
178, 679-690.

Genetic identification of cell types underlying brain complex traits yields insights into the etiology of o4 216
Parkinsond€™s disease. Nature Genetics, 2020, 52, 482-493. )

Cessation of alcohol drinking, tobacco smoking and the reversal of head and neck cancer risk.

International Journal of Epidemiology, 2010, 39, 182-196.

Functional Variants at the 11q13 Risk Locus for Breast Cancer Regulate Cyclin D1 Expression through

Long-Range Enhancers. American Journal of Human Genetics, 2013, 92, 489-503. 2.6 201



56

58

60

62

64

66

68

70

72

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Influence of common genetic variation on lung cancer risk: meta-analysis of 14 900 cases and 29 485

controls. Human Molecular Genetics, 2012, 21, 4980-4995.

Predictors of global methylation levels in blood DNA of healthy subjects: a combined analysis.

International Journal of Epidemiology, 2012, 41, 126-139. 0.9 187

GWAS of Suicide Attempt in Psychiatric Disorders and Association With Major Depression Polygenic
Risk Scores. American Journal of Psychiatry, 2019, 176, 651-660.

A transcriptome-wide association study of 229,000 women identifies new candidate susceptibility

genes for breast cancer. Nature Genetics, 2018, 50, 968-978. 94 184

Correction: The role of interleukin-1 polymorphisms in the pathogenesis of gastric cancer. Nature,
2001, 412, 99-99.

Identification of nine new susceptibility loci for endometrial cancer. Nature Communications, 2018, 9,

3166. 5.8 178

<i>PALB2<[i>,<i>CHEK2<[i>and<i>ATMc« [i>rare variants and cancer risk: data from COGS. Journal of
Medical Genetics, 2016, 53, 800-811.

Obesity and risk of ovarian cancer subtypes: evidence from the Ovarian Cancer Association

Consortium. Endocrine-Related Cancer, 2013, 20, 251-262. L6 169

Large-Scale Investigation of Base Excision Repair Genetic Polymorphisms and Lung Cancer Risk in a
Multicenter Study. Journal of the National Cancer Institute, 2005, 97, 567-576.

Low human papillomavirus prevalence in head and neck cancer: results from two large casea€“control

studies in high-incidence regions. International Journal of Epidemiology, 2011, 40, 489-502. 0.9 165

Genome-wide association analyses identify new susceptibility loci for oral cavity and pharyngeal
cancer. Nature Genetics, 2016, 48, 1544-1550.

Multiple ADH genes are associated with upper aerodigestive cancers. Nature Genetics, 2008, 40, 707-709. 9.4 161

Previous Lung Diseases and Lung Cancer Risk: A Pooled Analysis From the International Lung Cancer
Consortium. American Journal of Epidemiology, 2012, 176, 573-585.

A Genome-Wide Association Study of Upper Aerodigestive Tract Cancers Conducted within the 15 158
INHANCE Consortium. PLoS Genetics, 2011, 7, e1001333. :

Low penetrance breast cancer susceptibility loci are associated with specific breast tumor subtypes:
findings from the Breast Cancer Association Consortium. Human Molecular Genetics, 2011, 20,
3289-3303.

Smoking, alcohol, diet, dentition and sexual practices in the epidemiology of oral cancer in Poland.

European Journal of Cancer Prevention, 2003, 12, 25-33. 0.6 151

Exposure to Diesel Motor Exhaust and Lung Cancer Risk in a Pooled Analysis from Case-Control

Studies in Europe and Canada. American Journal of Respiratory and Critical Care Medicine, 2011, 183,
941-948.

Genome-wide association study of borderline personality disorder reveals genetic overlap with

bipolar disorder, major depression and schizophrenia. Translational Psychiatry, 2017, 7, e1155-e1155. 2.4 150



74

76

78

80

82

84

86

88

90

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Investigation of the fine structure of European populations with applications to disease association

studies. European Journal of Human Genetics, 2008, 16, 1413-1429.

Polymorphisms in DNA double-strand break repair genes and risk of breast cancer: two

population-based studies in USA and Poland, and meta-analyses. Human Genetics, 2006, 119, 376-388. 18 144

Epigenetic analysis leads to identification of HNF1B as a subtype-specific susceptibility gene for ovarian
cancer. Nature Communications, 2013, 4, 1628.

Total Exposure and Exposure Rate Effects for Alcohol and Smoking and Risk of Head and Neck Cancer:

A Pooled Analysis of Case-Control Studies. American Journal of Epidemiology, 2009, 170, 937-947. 1.6 143

Increased risk of lung cancer in individuals with a family history of the disease: A pooled analysis
from the International Lung Cancer Consortium. European Journal of Cancer, 2012, 48, 1957-1968.

The Genetics of the Mood Disorder Spectrum: Genome-wide Association Analyses of More Than 185,000

Cases and 439,000 Controls. Biological Psychiatry, 2020, 88, 169-184. 0.7 137

Effect of cruciferous vegetables on lung cancer in patients stratified by genetic status: a mendelian
randomisation approach. Lancet, The, 2005, 366, 1558-1560.

Evidence of Gene&€“Environment Interactions between Common Breast Cancer Susceptibility Loci and 15 136
Established Environmental Risk Factors. PLoS Genetics, 2013, 9, e1003284. :

Improving genetic prediction by leveraging genetic correlations among human diseases and traits.
Nature Communications, 2018, 9, 989.

Genetic Polymorphisms in Base-Excision Repair Pathway Genes and Risk of Breast Cancer. Cancer

Epidemiology Biomarkers and Prevention, 2006, 15, 353-358. 11 132

Risk factors for head and neck cancer in young adults: a pooled analysis in the INHANCE consortium.
International Journal of Epidemiology, 2015, 44, 169-185.

Established breast cancer risk factors by clinically important tumour characteristics. British Journal

of Cancer, 2006, 95, 123-129. 2.9 127

Association between a 15925 gene variant, smoRing quantity and tobacco-related cancers among 17 000
individuals. International Journal of Epidemiology, 2010, 39, 563-577.

Family history of cancer: Pooled analysis in the International Head and Neck Cancer Epidemiology

Consortium. International Journal of Cancer, 2009, 124, 394-401. 23 122

Dissecting the Shared Genetic Architecture of Suicide Attempt, Psychiatric Disorders, and Known Risk
Factors. Biological Psychiatry, 2022, 91, 313-327.

In-Home Coal and Wood Use and Lung Cancer Risk: A Pooled Analysis of the International Lung Cancer

Consortium. Environmental Health Perspectives, 2010, 118, 1743-1747. 2.8 12

Estimating and explaining the effect of education and income on head and neck cancer risk: INHANCE

consortium pooled analysis of 31 cased€eontrol studies from 27 countries. International Journal of
Cancer, 2015, 136, 1125-1139.

Obesity and survival among women with ovarian cancer: results from the Ovarian Cancer Association

Consortium. British Journal of Cancer, 2015, 113, 817-826. 2.9 1



92

94

96

98

100

102

104

106

108

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Association of vitamin D levels and risk of ovarian cancer: a Mendelian randomization study.

International Journal of Epidemiology, 2016, 45, 1619-1630.

Lung Cancer and Indoor Pollution from Heating and Cooking with Solid Fuels. American Journal of

Epidemiology, 2005, 162, 326-333. 1.6 110

Genetic polymorphisms in the one-carbon metabolism pathway and breast cancer risk: A
population-based cased€“control study and meta-analyses. International Journal of Cancer, 2007, 120,
2696-2703.

Lung cancer and socioeconomic status in a pooled analysis of case-control studies. PLoS ONE, 2018, 13, 11 107
e0192999. )

Telomere Length in Peripheral Leukocyte DNA and Gastric Cancer Risk. Cancer Epidemiology Biomarkers
and Prevention, 2009, 18, 3103-3109.

Genome-wide association study identifies multiple risk loci for renal cell carcinoma. Nature

Communications, 2017, 8, 15724. 5.8 106

Evidence that breast cancer risk at the 2q35 locus is mediated through IGFBP5 regulation. Nature
Communications, 2014, 5, 4999.

Blood leukocyte DNA hypomethylation and gastric cancer risk in a higha€risk Polish population.

International Journal of Cancer, 2010, 127, 1866-1874. 23 103

Common Breast Cancer Susceptibility Variants in <i>LSP1</i> and <i>RAD51L1</i> Are Associated with
Mammographic Density Measures that Predict Breast Cancer Risk. Cancer Epidemiology Biomarkers and
Prevention, 2012, 21, 1156-1166.

Characterization of Large Structural Genetic Mosaicism in Human Autosomes. American Journal of 26 101
Human Genetics, 2015, 96, 487-497. :

The role of oral hygiene in head and neck cancer: results from International Head and Neck Cancer
Epidemiology (INHANCE) consortium. Annals of Oncology, 2016, 27, 1619-1625.

19p13.1 Is a Triple-Negativea€“Specific Breast Cancer Susceptibility Locus. Cancer Research, 2012, 72,

1795-1803. 04 100

Exposure to secondhand tobacco smoke and lung cancer by histological type: A pooled analysis of the
International Lung Cancer Consortium (ILCCO). International Journal of Cancer, 2014, 135, 1918-1930.

Risk of Estrogen Receptord€“Positive and 4€“Negative Breast Cancer and Singled€“Nucleotide Polymorphism
2q35-rs13387042. Journal of the National Cancer Institute, 2009, 101, 1012-1018.

Height and Breast Cancer Risk: Evidence From Prospective Studies and Mendelian Randomization.
Journal of the National Cancer Institute, 2015, 107, djv219.

Polymorphisms in Th1-type cell-mediated response genes and risk of gastric cancer. Carcinogenesis, 13 o8
2007, 28,118-123. ’

Fine-Scale Mapping of the FGFR2 Breast Cancer Risk Locus: Putative Functional Variants Differentially

Bind FOXA1 and E2F1. American Journal of Human Genetics, 2013, 93, 1046-1060.

Identification and molecular characterization of a new ovarian cancer susceptibility locus at 17g21.31.

Nature Communications, 2013, 4, 1627. 58 o8



110

112

114

116

118

120

122

124

126

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Is Previous Respiratory Disease a Risk Factor for Lung Cancer?. American Journal of Respiratory and

Critical Care Medicine, 2014, 190, 549-559.

Refined histopathological predictors of BRCA1 and BRCA2mutation status: a large-scale analysis of
breast cancer characteristics from the BCAC, CIMBA, and ENIGMA consortia. Breast Cancer Research, 2.2 97
2014, 16, 34109.

Obesity and cancer: Mendelian randomization approach utilizing the FTO genotype. International
Journal of Epidemiology, 2009, 38, 971-975.

Occupational Exposure to Crystalline Silica and Risk of Lung Cancer. Epidemiology, 2007, 18, 36-43. 1.2 94

International Lung Cancer Consortium: Pooled Analysis of Sequence Variants in DNA Repair and Cell
Cycle Pathways. Cancer Epidemiology Biomarkers and Prevention, 2008, 17, 3081-3089.

Tobacco, alcohol, and diet in the etiology of laryngeal cancer: a population-based case-control study. 0.8 92
Cancer Causes and Control, 1991, 2, 3-10. :

DNA Repair and Cell Cycle Control Genes and the Risk of Young-Onset Lung Cancer. Cancer Research,
2006, 66, 11062-11069.

Risk of stomach cancer in relation to consumption of cigarettes, alcohol, tea and coffee in Warsaw, 90
Poland., 1999, 81, 871-876.

Imputation and subset-based association analysis across different cancer types identifies multiple
independent risk loci in the TERT-CLPTM1L region on chromosome 5p15.33. Human Molecular Genetics,
2014, 23, 6616-6633.

Body mass index and risk of head and neck cancer in a pooled analysis of cased€“control studies in the
International Head and Neck Cancer Epidemiology (INHANCE) Consortium. International Journal of 0.9 89
Epidemiology, 2010, 39, 1091-1102.

Development of lung cancer before the age of 50: the role of xenobiotic metabolizing genes.
Carcinogenesis, 2007, 28, 1287-1293.

Occupational exposure to polycyclic aromatic hydrocarbons and lung cancer risk: a multicenter 13 86
study in Europe. Occupational and Environmental Medicine, 2010, 67, 98-103. :

Female chromosome X mosaicism is age-related and preferentially affects the inactivated X
chromosome. Nature Communications, 2016, 7, 11843.

Prognostic gene expression signature for high-grade serous ovarian cancer. Annals of Oncology, 0.6 85
2020, 31, 1240-1250. )

Association of ESR1 gene tagging SNPs with breast cancer risk. Human Molecular Genetics, 2009, 18,
1131-1139.

Cigarette smoking and risk of ovarian cancer: a pooled analysis of 21 case&d€“control studies. Cancer 0.8 g4
Causes and Control, 2013, 24, 989-1004. :

Assessing interactions between the associations of common genetic susceptibility variants,

reproductive history and body mass index with breast cancer risk in the breast cancer association
consortium: a combined case-control study. Breast Cancer Research, 2010, 12, R110.

The <scp>INHANCE</scp> consortium: toward a better understanding of the causes and mechanisms of 15 82
head and neck cancer. Oral Diseases, 2015, 21, 685-693. :



128

130

132

134

136

138

140

142

144

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Family history and lung cancer risk: international multicentre cased€“control study in Eastern and

Central Europe and meta-analyses. Cancer Causes and Control, 2010, 21, 1091-1104.

A genome-wide association study identifies a novel susceptibility locus for renal cell carcinoma on 14 81
12p11.23. Human Molecular Genetics, 2012, 21, 456-462. .

Associations of obesity and circulating insulin and glucose with breast cancer risk: a Mendelian
randomization analysis. International Journal of Epidemiology, 2019, 48, 795-806.

The role of genetic breast cancer susceptibility variants as prognostic factors. Human Molecular 14 80
Genetics, 2012, 21, 3926-3939. ’

Diet and Stomach Cancer Risk in Warsaw, Poland. Nutrition and Cancer, 2004, 48, 149-159.

Obesity, metabolic factors and risk of different histological types of lung cancer: A Mendelian 11 79
randomization study. PLoS ONE, 2017, 12, e0177875. ’

Tagging Single Nucleotide Polymorphisms in Cell Cycle Control Genes and Susceptibility to Invasive
Epithelial Ovarian Cancer. Cancer Research, 2007, 67, 3027-3035.

Genome-wide significant risk associations for mucinous ovarian carcinoma. Nature Genetics, 2015, 47,
888-897. o4 78

Association of Polygenic Liabilities for Major Depression, Bipolar Disorder, and Schizophrenia With
Risk for Depression in the Danish Population. JAMA Psychiatry, 2019, 76, 516.

Identification of shared risk loci and pathways for bipolar disorder and schizophrenia. PLoS ONE, 11 -
2017,12,e0171595. ’

A comprehensive analysis of common genetic variation in MUC1, MUC5AC, MUC6 genes and risk of
stomach cancer. Cancer Causes and Control, 2010, 21, 313-321.

Age at Last Birth in Relation to Risk of Endometrial Cancer: Pooled Analysis in the Epidemiology of

Endometrial Cancer Consortium. American Journal of Epidemiology, 2012, 176, 269-278. 1.6 76

Fine-Scale Mapping of the 5q11.2 Breast Cancer Locus Reveals at Least Three Independent Risk Variants
Regulating MAP3K1. American Journal of Human Genetics, 2015, 96, 5-20.

<i>ESR1/SYNE1<[i> Polymorphism and Invasive Epithelial Ovarian Cancer Risk: An Ovarian Cancer

Association Consortium Study. Cancer Epidemiology Biomarkers and Prevention, 2010, 19, 245-250. 11 7®

Consortium analysis of 7 candidate SNPs for ovarian cancer. International Journal of Cancer, 2008,
123, 380-388.

Genetic variation in C200rf54, PLCE1 and MUC1 and the risk of upper gastrointestinal cancers in

Caucasian populations. European Journal of Cancer Prevention, 2012, 21, 541-544. 0.6 2

The etiology of uterine sarcomas: a pooled analysis of the epidemiology of endometrial cancer

consortium. British Journal of Cancer, 2013, 108, 727-734.

Occupational Exposure to Vinyl Chloride, Acrylonitrile and Styrene and Lung Cancer Risk (Europe). 0.8 -
Cancer Causes and Control, 2004, 15, 445-452. :



146

148

150

152

154

156

158

160

162

10

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Associations of common variants at 1p11.2 and 14q24.1 (RAD51L1) with breast cancer risk and

heterogeneity by tumor subtype: findings from the Breast Cancer Association Consortiuma€. Human
Molecular Genetics, 2011, 20, 4693-4706.

Adult body mass index and risk of ovarian cancer by subtype: a Mendelian randomization study.

International Journal of Epidemiology, 2016, 45, 884-895. 0.9 71

Exposured€“Response Analyses of Asbestos and Lung Cancer Subtypes in a Pooled Analysis of
Casea€“Control Studies. Epidemiology, 2017, 28, 288-299.

Genetic variation in five genes important in telomere biology and risk for breast cancer. British 9.9 70
Journal of Cancer, 2007, 97, 832-836. ’

Genetic Variation in the Prostate Stem Cell Antigen Gene and Upper Gastrointestinal Cancer in White
Individuals. Gastroenterology, 2011, 140, 435-441.

Asthma and lung cancer risk: a systematic investigation by the International Lung Cancer Consortium. 13 69
Carcinogenesis, 2012, 33, 587-597. :

Shared genetics underlying epidemiological association between endometriosis and ovarian cancer.
Human Molecular Genetics, 2015, 24, 5955-5964.

High Cumulative Risk of Lung Cancer Death among Smokers and Nonsmokers in Central and Eastern 16 7
Europe. American Journal of Epidemiology, 2006, 164, 1233-1241. :

Genome-wide analysis implicates microRNAs and their target genes in the development of bipolar
disorder. Translational Psychiatry, 2015, 5, e678-e678.

Uncommon CHEK2 mis-sense variant and reduced risk of tobacco-related cancers: casea€“control study. 14 66
Human Molecular Genetics, 2007, 16, 1794-1801. )

Adult height and head and neck cancer: a pooled analysis within the INHANCE Consortium. European
Journal of Epidemiology, 2014, 29, 35-48.

Selected DNA repair polymorphisms and gastric cancer in Poland. Carcinogenesis, 2005, 26, 1354-1359. 1.3 65

Single Nucleotide Polymorphisms in the <i>TP53<[i> Region and Susceptibility to Invasive Epithelial
Ovarian Cancer. Cancer Research, 2009, 69, 2349-2357.

Body Mass Index, Cigarette Smoking, and Alcohol Consumption and Cancers of the Oral Cavity,
Pharynx, and Larynx: Modeling Odds Ratios in Pooled Case-Control Data. American Journal of 1.6 63
Epidemiology, 2010, 171, 1250-1261.

Cis-eQTL analysis and functional validation of candidate susceptibility genes for high-grade serous
ovarian cancer. Nature Communications, 2015, 6, 8234.

Evidence for three genetic loci involved in both anorexia nervosa risk and variation of body mass a1 63
index. Molecular Psychiatry, 2017, 22, 192-201. ’

Genetic variation in tumor necrosis factor and lymphotoxin-alpha (TNF&€“LTA) and breast cancer risk.

Human Genetics, 2007, 121, 483-490.

Discovery and validation of methylation markers for endometrial cancer. International Journal of 9.3 62
Cancer, 2014, 135, 1860-1868. ’



164

166

168

170

172

174

176

178

180

11

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Two Estrogen-Related Variants in <i>CYP19A1<[i> and Endometrial Cancer Risk: A Pooled Analysis in the

Epidemiology of Endometrial Cancer Consortium. Cancer Epidemiology Biomarkers and Prevention,
20009, 18, 242-247.

Sex-Dependent Shared and Nonshared Genetic Architecture Across Mood and Psychotic Disorders. o7 61
Biological Psychiatry, 2022, 91, 102-117. :

Interleukin-8 Polymorphisms Are Not Associated with Gastric Cancer Risk in a Polish Population.
Cancer Epidemiology Biomarkers and Prevention, 2006, 15, 589-591.

DNA Hypermethylation of<i>ESR1<[i>and<i>PGR</i>in Breast Cancer: Pathologic and Epidemiologic

Associations. Cancer Epidemiology Biomarkers and Prevention, 2009, 18, 3036-3043. 11 60

Identification of susceptibility pathways for the role of chromosome 15g25.1 in modifying lung cancer
risk. Nature Communications, 2018, 9, 3221.

Family history and risk of stomach cancer in Warsaw, Poland. European Journal of Cancer Prevention, 0.6 59
1999, 8, 223-227. )

Leukocyte telomere length in a population-based case&€“control study of ovarian cancer: a pilot study.
Cancer Causes and Control, 2010, 21, 77-82.

The influence of obesity-related factors in the etiology of renal cell carcinoma&€”A mendelian 2.9 59
randomization study. PLoS Medicine, 2019, 16, e1002724. :

Relationship between crown-like structures and sex-steroid hormones in breast adipose tissue and
serum among postmenopausal breast cancer patients. Breast Cancer Research, 2017, 19, 8.

The Obesity-Associated Polymorphisms FTO rs9939609 and MC4R rs17782313 and Endometrial Cancer 11 58
Risk in Non-Hispanic White Women. PLoS ONE, 2011, 6, e16756. )

Five Polymorphisms and Breast Cancer Risk: Results from the Breast Cancer Association Consortium.
Cancer Epidemiology Biomarkers and Prevention, 2009, 18, 1610-1616.

TheATMmissense mutation p.Ser49Cys (c.146C>G) and the risk of breast cancer. Human Mutation, 2006, 11
27, 538-544, : 56

Adulthood Lifetime Physical Activity and Breast Cancer. Epidemiology, 2008, 19, 226-236.

Genetic variation in sodium-dependent ascorbic acid transporters and risk of gastric cancer in 13 56
Poland. European Journal of Cancer, 2009, 45, 1824-1830. :

International Lung Cancer Consortium: Coordinated association study of 10 potential lung cancer
susceptibility variants. Carcinogenesis, 2010, 31, 625-633.

Identification of Novel Genetic Markers of Breast Cancer Survival. Journal of the National Cancer 3.0 56
Institute, 2015, 107, . :

Prognostic value of automated KI67 scoring in breast cancer: a centralised evaluation of 8088 patients

from 10 study groups. Breast Cancer Research, 2016, 18, 104.

Antibodies Against <i>Chlamydia trachomatis</i> and Ovarian Cancer Risk in Two Independent

Populations. Journal of the National Cancer Institute, 2019, 111, 129-136. 3.0 56



182

184

186

188

190

192

194

196

198

12

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Common genetic variants in the 9p21 region and their associations with multiple tumours. British

Journal of Cancer, 2013, 108, 1378-1386.

Welding and Lung Cancer in a Pooled Analysis of Case-Control Studies. American Journal of 16 55
Epidemiology, 2013, 178, 1513-1525. :

Human papillomavirus infection in women with and without cervical cancer in Warsaw, Poland.
European Journal of Cancer, 2008, 44, 557-564.

Combined and Interactive Effects of Environmental and CWAS-Identified Risk Factors in Ovarian

Cancer. Cancer Epidemiology Biomarkers and Prevention, 2013, 22, 880-890. 11 54

Welding and Lung Cancer in Central and Eastern Europe and the United Kingdom. American Journal of
Epidemiology, 2012, 175, 706-714.

Common non-synonymous SNPs associated with breast cancer susceptibility: findings from the Breast

Cancer Association Consortium. Human Molecular Genetics, 2014, 23, 6096-6111. 1.4 53

Glutathione S-transferase genotypes and stomach cancer in a population-based case-control study in
Warsaw, Poland. Pharmacogenetics and Genomics, 2001, 11, 655-661.

Genome-wide association study of germline variants and breast cancer-specific mortality. British 9.9 59
Journal of Cancer, 2019, 120, 647-657. :

Detection of Somatic Mutations by High-Resolution DNA Melting (HRM) Analysis in Multiple Cancers.
PLoS ONE, 2011, 6, e14522.

Expression of TGF-2 signaling factors in invasive breast cancers: relationships with age at diagnosis

and tumor characteristics. Breast Cancer Research and Treatment, 2010, 121, 727-735. 11 51

Relationship of Mammographic Density and Gene Expression: Analysis of Normal Breast Tissue
Surrounding Breast Cancer. Clinical Cancer Research, 2013, 19, 4972-4982.

A common biological basis of obesity and nicotine addiction. Translational Psychiatry, 2013, 3,

308-¢308. 24 51

Annexin Al expression in a pooled breast cancer series: association with tumor subtypes and
prognosis. BMC Medicine, 2015, 13, 156.

Combined quantitative measures of ER, PR, HER2, and KI67 provide more prognostic information than

categorical combinations in luminal breast cancer. Modern Pathology, 2019, 32, 1244-1256. 2.9 51

Comparison of 6325 Breast Cancer Hits from Asian and European Genome Wide Association Studies in
the Breast Cancer Association Consortium (BCAC). PLoS ONE, 2012, 7, e42380.

Hormonal Markers in Breast Cancer: Coexpression, Relationship with Pathologic Characteristics, and

Risk Factor Associations in a Population-Based Study. Cancer Research, 2007, 67, 10608-10617. 04 50

Molecular Classification of Epithelial Ovarian Cancer Based on Methylation Profiling: Evidence for

Survival Heterogeneity. Clinical Cancer Research, 2019, 25, 5937-5946.

Folate-related genes and the risk of tobacco-related cancers in Central Europe. Carcinogenesis, 2007,

28, 1334-1340. 1.3 49



200

202

204

206

208

210

212

214

216

13

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Common %enetic variation in <i>TP53<[i> and its flanking genes, <i>WDR79<[i> and <i>ATP1B2<[i>, and
ili

susceptibility to breast cancer. International Journal of Cancer, 2007, 121, 2532-2538.

Progesterone receptor variation and risk of ovarian cancer is limited to the invasive endometrioid
subtype: results from the ovarian cancer association consortium pooled analysis. British Journal of 2.9 49
Cancer, 2008, 98, 282-288.

TGF-2 Signaling Pathway and Breast Cancer Susceptibility. Cancer Epidemiology Biomarkers and
Prevention, 2011, 20, 1112-1119.

MicroRNA Related Polymorphisms and Breast Cancer Risk. PLoS ONE, 2014, 9, e109973. 1.1 49

Estimating age-specific breast cancer risks: a descriptive tool to identify age interactions. Cancer
Causes and Control, 2007, 18, 439-447.

Evaluation of Candidate Stromal Epithelial Cross-Talk Genes Identifies Association between Risk of

Serous Ovarian Cancer and TERT, a Cancer Susceptibility 4€ceHot-Spotd€: PLoS Genetics, 2010, 6, e1001016. 1.5 48

Association Between a Germline OCA2 Polymorphism at Chromosome 15q13.1 and Estrogen
Receptora€“Negative Breast Cancer Survival. Journal of the National Cancer Institute, 2010, 102, 650-662.

An examination of male and female odds ratios by BMI, cigarette smoking, and alcohol consumption
for cancers of the oral cavity, pharynx, and larynx in pooled data from 15 cased€“control studies. 0.8 48
Cancer Causes and Control, 2011, 22, 1217-1231.

Casea€“case comparison of smoking and alcohol risk associations with Epsteind€“Barr virusa€positive
gastric cancer. International Journal of Cancer, 2014, 134, 948-953.

Arole for XRCC2 gene polymorphisms in breast cancer risk and survival. Journal of Medical Genetics, 15 a7
2011, 48, 477-484. )

Mannose-binding lectin-2 genetic variation and stomach cancer risk. International Journal of Cancer,
2006, 119, 1970-1975.

CD14-159C|T and TLR9-1237T|C polymorphisms are not associated with gastric cancer risk in Caucasian

populations. European Journal of Cancer Prevention, 2009, 18, 117-119. 0.6 46

Analysis of Serum Metabolic Profiles in Women with Endometrial Cancer and Controls in a
Population-Based Case-Control Study. Journal of Clinical Endocrinology and Metabolism, 2012, 97,
3216-3223.

Lung Cancer and Occupation in Nonsmokers. Epidemiology, 2006, 17, 615-623. 1.2 45

Genetic Polymorphisms in Folate Metabolism and the Risk of Stomach Cancer. Cancer Epidemiology
Biomarkers and Prevention, 2007, 16, 115-121.

Occupational exposure to organic dust increases lung cancer risk in the general population. Thorax, 07 45
2012,67,111-116. ’

Body mass index and breast cancer survival: a Mendelian randomization analysis. International

Journal of Epidemiology, 2017, 46, 1814-1822.

Combined Associations of a Polygenic Risk Score and Classical Risk Factors With Breast Cancer Risk.

Journal of the National Cancer Institute, 2021, 113, 329-337. 3.0 45



218

220

222

224

226

228

230

232

234

14

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Lack of Association between Polymorphisms in Inflammatory Genes and Lung Cancer Risk. Cancer

Epidemiology Biomarkers and Prevention, 2005, 14, 538-539.

Variation in breast cancer hormone receptor andHER2levels by etiologic factors: A population-based

analysis. International Journal of Cancer, 2007, 121, 1079-1085. 23 44

Common Genetic Variation In Cellular Transport Genes and Epithelial Ovarian Cancer (EOC) Risk. PLoS
ONE, 2015, 10, e0128106.

Respirable Crystalline Silica Exposure, Smoking, and Lung Cancer Subtype Risks. A Pooled Analysis of

Casea€“Control Studies. American Journal of Respiratory and Critical Care Medicine, 2020, 202, 412-421. 2:5 44

Tobacco smoking,NAT2 acetylation genotype and breast cancer risk. International Journal of Cancer,
2006, 119, 1961-1969.

Reproductive risk factors for endometrial cancer among Polish women. British Journal of Cancer, 29 43
2007, 96, 1450-1456. ’

Fine mapping of MHC region in lung cancer highlights independent susceptibility loci by ethnicity.
Nature Communications, 2018, 9, 3927.

Associations Between Attention-Deficit/Hyperactivity Disorder and Various Eating Disorders: A
Swedish Nationwide Population Study Using Multiple Genetically Informative Approaches. Biological 0.7 43
Psychiatry, 2019, 86, 577-586.

Development and Validation of the Gene Expression Predictor of High-grade Serous Ovarian
Carcinoma Molecular SubTYPE (PrOTYPE). Clinical Cancer Research, 2020, 26, 5411-5423.

Association between invasive ovarian cancer susceptibility and 11 best candidate SNPs from breast

cancer genome-wide association study. Human Molecular Genetics, 2009, 18, 2297-2304. L4 42

Common genetic variation in the sex hormone metabolic pathway and endometrial cancer risk:
pathway-based evaluation of candidate genes. Carcinogenesis, 2010, 31, 827-833.

Genome-wide association study of endometrial cancer in E2C2. Human Genetics, 2014, 133, 211-224. 1.8 42

Plasma Autoantibodies Associated with Basal-like Breast Cancers. Cancer Epidemiology Biomarkers and
Prevention, 2015, 24, 1332-1340.

Genetic Overlap Between Alzheimera€™s Disease and Bipolar Disorder Implicates the MARK2 and VAC14

Genes. Frontiers in Neuroscience, 2019, 13, 220. L4 42

Infertility and incident endometrial cancer risk: a pooled analysis from the epidemiology of
endometrial cancer consortium (E2C2). British Journal of Cancer, 2015, 112, 925-933.

Lifetime Number of Ovulatory Cycles and Risks of Ovarian and Endometrial Cancer Among

Postmenopausal Women. American Journal of Epidemiology, 2016, 183, 800-814. 16 4

Accelerometer-based measures of active and sedentary behavior in relation to breast cancer risk.

Breast Cancer Research and Treatment, 2012, 134, 1279-1290.

Cell-type-specific enrichment of risk-associated regulatory elements at ovarian cancer susceptibility 14 40
loci. Human Molecular Genetics, 2015, 24, 3595-3607. )



236

238

240

242

244

246

248

250

252

15

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Fine-mapping identifies two additional breast cancer susceptibility loci at 9g31.2. Human Molecular

Genetics, 2015, 24, 2966-2984.

Low frequency of cigarette smoking and the risk of head and neck cancer in the INHANCE consortium

pooled analysis. International Journal of Epidemiology, 2016, 45, 835-845. 0.9 40

Inherited Predisposition of Lung Cancer: A Hierarchical Modeling Approach to DNA Repair and Cell
Cycle Control Pathways. Cancer Epidemiology Biomarkers and Prevention, 2007, 16, 2736-2744.

Analysis of terminal duct lobular unit involution in luminal A and basal breast cancers. Breast Cancer 9.9 39
Research, 2012, 14, R64. ’

Genetic Variants Related to Longer Telomere Length are Associated with Increased Risk of Renal Cell
Carcinoma. European Urology, 2017, 72, 747-754.

Occupational exposure to organic solvents and breast cancer in women. Occupational and 13 38
Environmental Medicine, 2010, 67, 722-729. ’

Effect Modification of the Association of Cumulative Exposure and Cancer Risk by lntensitﬁ of
Exposure and Time Since Exposure Cessation: A Flexible Method Applied to Cigarette SmoRing and Lung
Cancer in the SYNERGY Study. American Journal of Epidemiology, 2014, 179, 290-298.

Identification and characterization of novel associations in the CASP8/ALS2CR12 region on

chromosome 2 with breast cancer risk. Human Molecular Genetics, 2015, 24, 285-298. L4 38

Ovarian cancer risk and common variation in the sex hormone-binding globulin gene: a
population-based case-control study. BMC Cancer, 2007, 7, 60.

Alcohol Consumption and Survival after a Breast Cancer Diagnosis: A Literature-Based Meta-analysis
and Collaborative Analysis of Data for 29,239 Cases. Cancer Epidemiology Biomarkers and Prevention, 11 37
2014, 23,934-945.

Urinary bisphenol A-glucuronide and postmenopausal breast cancer in Poland. Cancer Causes and
Control, 2014, 25, 1587-1593.

Evidence of a genetic link between endometriosis and ovarian cancer. Fertility and Sterility, 2016, 105,
35-43.e10. 0.5 37

Is the Risk of Lung Cancer Reduced among Eczema Patients?. American Journal of Epidemiology, 2005,
162, 542-547.

Lack of Association between -251 T>A Polymorphism of IL8 and Lung Cancer Risk. Cancer Epidemiology 11 35
Biomarkers and Prevention, 2005, 14, 2457-2458. :

Genetic Variants in T Helper Cell Type 1, 2 and 3 Pathways and Gastric Cancer Risk in a Polish
Population. Japanese Journal of Clinical Oncology, 2008, 38, 626-633.

ABO blood group and risk of epithelial ovarian cancer within the Ovarian Cancer Association 0.8 35
Consortium. Cancer Causes and Control, 2012, 23, 1805-1810. :

11q13 is a susceptibility locus for hormone receptor positive breast cancer. Human Mutation, 2012, 33,

1123-1132.

Antid€Helicobacter pylori Antibody Profiles in Epsteind€Barr virus (EBV)a€Positive and EBVa€Negative Gastric 16 35
Cancer. Helicobacter, 2016, 21, 153-157. )



254

256

258

260

262

264

266

268

270

16

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Alcohol and lung cancer risk among never smokers: A pooled analysis from the international lung

cancer consortium and the SYNERGY study. International Journal of Cancer, 2017, 140, 1976-1984.

Multi-Omics Analysis Reveals a HIF Network and Hub Gene EPAS1 Associated with Lung 07 a5
Adenocarcinoma. EBioMedicine, 2018, 32, 93-101. :

Mendelian randomization analyses suggest a role for cholesterol in the development of endometrial
cancer. International Journal of Cancer, 2021, 148, 307-319.

Investigation of gened€environment interactions between 47 newly identified breast cancer

susceptibility loci and environmental risk factors. International Journal of Cancer, 2015, 136, E685-96. 23 34

Lung cancer risk among bricklayers in a pooled analysis of cased€“control studies. International
Journal of Cancer, 2015, 136, 360-371.

Diesel Engine Exhaust Exposure, Smoking, and Lung Cancer Subtype Risks. A Pooled Exposured€“Response
Analysis of 14 Cased€“Control Studies. American Journal of Respiratory and Critical Care Medicine, 2020, 2.5 34
202, 402-411.

Genetic polymorphisms in alcohol metabolism, alcohol intake and the risk of stomach cancer in
Warsaw, Poland. International Journal of Cancer, 2007, 121, 2060-2064.

Missense Variants in <i>ATMc«/[i> in 26,101 Breast Cancer Cases and 29,842 Controls. Cancer 11 33
Epidemiology Biomarkers and Prevention, 2010, 19, 2143-2151. :

No Causal Association Identified for Human Papillomavirus Infections in Lung Cancer. Cancer
Research, 2014, 74, 3525-3534.

A Rare Truncating BRCA2 Variant and Genetic Susceptibility to Upper Aerodigestive Tract Cancer.

Journal of the National Cancer Institute, 2015, 107, . 3.0 33

Genome-wide Analysis Identifies Novel Loci Associated with Ovarian Cancer Outcomes: Findings from
the Ovarian Cancer Association Consortium. Clinical Cancer Research, 2015, 21, 5264-5276.

Bipolar multiplex families have an increased burden of common risk variants for psychiatric a1 33
disorders. Molecular Psychiatry, 2021, 26, 1286-1298. :

Occupational exposure to asbestos and man-made vitreous fibres and risk of lung cancer: a
multicentre case-control study in Europe. Occupational and Environmental Medicine, 2007, 64,
502-508.

Occupation and risk of lung cancer in Central and Eastern Europe: the IARC multi-center

cased€“control study. Cancer Causes and Control, 2007, 18, 645-654. 0.8 32

Genome-Wide Association Study Identifies a Possible Susceptibility Locus for Endometrial Cancer.
Cancer Epidemiology Biomarkers and Prevention, 2012, 21, 980-987.

Sex steroid hormone levels in breast adipose tissue and serum in postmenopausal women. Breast 11 39
Cancer Research and Treatment, 2012, 131, 287-294. )

Using ancestry-informative markers to identify fine structure across 15 populations of European

origin. European Journal of Human Genetics, 2014, 22, 1190-1200.

A large-scale assessment of two-way SNP interactions in breast cancer susceptibility using 46 450
cases and 42 461 controls from the breast cancer association consortium. Human Molecular Genetics, 1.4 32
2014, 23, 1934-1946.



272

274

276

278

280

282

284

286

288

17

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Investigation of common, low-frequency and rare genome-wide variation in anorexia nervosa.

Molecular Psychiatry, 2018, 23, 1169-1180.

Joint effects of intensity and duration of cigarette smoking on the risk of head and neck cancer: A

bivariate spline model approach. Oral Oncology, 2019, 94, 47-57. 08 82

Mendelian Randomization and mediation analysis of leukocyte telomere length and risk of lung and
head and neck cancers. International Journal of Epidemiology, 2019, 48, 751-766.

Lung cancer among coal miners, ore miners and quarrymen: smoking-adjusted risk estimates from the
synerﬁy pooled analysis of casea€“control studies. Scandinavian Journal of Work, Environment and 17 32
Health, 2015, 41, 467-477.

Protein-altering germline mutations implicate novel genes related to lung cancer development.
Nature Communications, 2020, 11, 2220.

Lessons learned from the INHANCE consortium: An overview of recent results on head and neck 15 31
cancer. Oral Diseases, 2021, 27, 73-93. :

Occupation and risk of stomach cancer in Poland. Occupational and Environmental Medicine, 2005, 62,
318-324.

Polymorphisms in estrogen- and androgen-metabolizing genes and the risk of gastric cancer. 13 30
Carcinogenesis, 2009, 30, 71-77. :

Prolactin serum levels and breast cancer: relationships with risk factors and tumour characteristics
among pre- and postmenopausal women in a population-based case&€“control study from Poland.
British Journal of Cancer, 2010, 103, 1097-1102.

Prolactin Receptor Expression and Breast Cancer: Relationships with Tumor Characteristics among
Pre- and Post-menopausal Women in a Population-Based Casea€“Control Study from Poland. Hormones 4.9 29
and Cancer, 2014, 5, 42-50.

Genome-wide interaction study of smoRing behavior and non-small cell lung cancer risk in Caucasian
population. Carcinogenesis, 2018, 39, 336-346.

Recent alcohol consumption and risk of incident ovarian carcinoma: a pooled analysis of 5,342 cases

and 10,358 controls from the Ovarian Cancer Association Consortium. BMC Cancer, 2013, 13, 28. 11 28

Identification of New Genetic Susceptibility Loci for Breast Cancer Through Consideration of
Genea€Environment Interactions. Genetic Epidemiology, 2014, 38, 84-93.

Network-Based Integration of GWAS and Gene Expression Identifies a <i>HOX</i>-Centric Network
Associated with Serous Ovarian Cancer Risk. Cancer Epidemiology Biomarkers and Prevention, 2015, 24, 11 28
1574-1584.

Shared genetic risk between eating disorderd€-and substanced€usea€related phenotypes: Evidence from
genomea€wide association studies. Addiction Biology, 2021, 26, e12880.

No apparent association between genetic polymorphisms (87102 C>T) and (879 T>C) in the human
manganese superoxide dismutase gene and gastric cancerl. Journal of Surgical Research, 2005, 124, 0.8 27
92-97.

Confirmation of 5p12 As a Susceptibility Locus for Progesterone-Receptord€“Positive, Lower Grade

Breast Cancer. Cancer Epidemiology Biomarkers and Prevention, 2011, 20, 2222-2231.

Endometrial cancer and genetic variation in PTEN, PIK3CA, AKT1, MLH1, and MSH2 within a

population-based case-control study. Gynecologic Oncology, 2011, 120, 167-173. 0-6 27



290

292

294

296

298

300

302

304

306

18

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Association of Active and Sedentary Behaviors with Postmenopausal Estrogen Metabolism. Medicine

and Science in Sports and Exercise, 2016, 48, 439-448.

Sex specific associations in genome wide association analysis of renal cell carcinoma. European 14 97
Journal of Human Genetics, 2019, 27, 1589-1598. )

Sequence Variants of <i>NAT1<[i> and <i>NAT2</i> and Other Xenometabolic Genes and Risk of Lung
and Aerodigestive Tract Cancers in Central Europe. Cancer Epidemiology Biomarkers and Prevention,
2008, 17, 141-147.

Acetaldehyde level in spirits from Central European countries. European Journal of Cancer 0.6 2
Prevention, 2011, 20, 526-529. :

Genetic modifiers of menopausal hormone replacement therapy and breast cancer risk: a genomea€“wide
interaction study. Endocrine-Related Cancer, 2013, 20, 875-887.

Common germline polymorphisms associated with breast cancer-specific survival. Breast Cancer 99 2
Research, 2015, 17, 58. :

Genome-wide association study of HPV seropositivity. Human Molecular Genetics, 2011, 20, 4714-4723.

Genetic interaction analysis among oncogenesis-related genes revealed novel genes and networks in

lung cancer development. Oncotarget, 2019, 10, 1760-1774. 0.8 25

Common Genetic Variation in Circadian Rhythm Genes and Risk of Epithelial Ovarian Cancer (EOC).
Journal of Genetics and Genome Research, 2015, 2, .

No Association between <i>FTO</i> or <i>HHEX</i> and Endometrial Cancer Risk. Cancer Epidemiology 11 24
Biomarkers and Prevention, 2010, 19, 2106-2109. )

Performance of automated scoring of ER, PR, HER2, CK5/6 and EGFR in breast cancer tissue microarrays
in the Breast Cancer Association Consortium. Journal of Pathology: Clinical Research, 2015, 1, 18-32.

Common variants at the<i>CHEK2<[i>gene locus and risk of epithelial ovarian cancer. Carcinogenesis, 13 24
2015, 36,1341-1353. )

Genetic variation of Cytochrome P450 1B1 (CYP1B1) and risk of breast cancer among Polish women.
Pharmacogenetics and Genomics, 2006, 16, 547-553.

Sequence Variants in Cell Cycle Control Pathway, X-ray Exposure, and Lung Cancer Risk: A Multicenter

Case-Control Study in Central Europe. Cancer Research, 2006, 66, 8280-8286. 04 23

Genetic variation in CYP17 and endometrial cancer risk. Human Genetics, 2008, 123, 155-162.

Polymorphism in the <i>GALNT1</i> Gene and Epithelial Ovarian Cancer in Non-Hispanic White Women:
The Ovarian Cancer Association Consortium. Cancer Epidemiology Biomarkers and Prevention, 2010, 11 23
19, 600-604.

Occupation and renal cell cancer in Central and Eastern Europe. Occupational and Environmental

Medicine, 2010, 67, 47-53.

Active and passive cigarette smoking and the risk of endometrial cancer in Poland. European Journal 13 23
of Cancer, 2010, 46, 690-696. ’



308

310

312

314

316

318

320

322

324

19

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Genome-wide association study of subtype-specific epithelial ovarian cancer risk alleles using pooled

DNA. Human Genetics, 2014, 133, 481-497.

Enrichment of putative PAX8 target genes at serous epithelial ovarian cancer susceptibility loci.

British Journal of Cancer, 2017, 116, 524-535. 29 23

A genome-wide association study of anorexia nervosa suggests a risk locus implicated in dysregulated
leptin signaling. Scientific Reports, 2017, 7, 3847.

Identification of anti-Epstein-Barr virus (EBV) antibody signature in EBV-associated gastric carcinoma. 07 23
Gastric Cancer, 2021, 24, 858-867. :

Genetic variation in SIPAL in relation to breast cancer risk and survival after breast cancer diagnosis.
International Journal of Cancer, 2009, 124, 1716-1720.

Occupational exposure to metal compounds and lung cancer. Results from a multi-center
cased€“control study in Central/Eastern Europe and UK. Cancer Causes and Control, 2011, 22, 1669-1680.

Epitheliala€Mesenchymal Transition (EMT) Gene Variants and Epithelial Ovarian Cancer (EOC) Risk.
Genetic Epidemiology, 2015, 39, 689-697.

Rare Variants in Known Susceptibility Loci and Their Contribution to Risk of Lung Cancer. Journal of 05 29
Thoracic Oncology, 2018, 13, 1483-1495. :

Functional Analysis and Fine Mapping of the 9p22.2 Ovarian Cancer Susceptibility Locus. Cancer
Research, 2019, 79, 467-481.

Comprehensive Assessment of Genetic Variation of Catechol-O-Methyltransferase and Breast Cancer

Risk. Cancer Research, 2006, 66, 9781-9785. 04 21

Lung cancer risk and occupational exposure to meat and live animals. International Journal of Cancer,
2006, 118, 2543-2547.

Common Genetic Variation in GATA-Binding Protein 3 and Differential Susceptibility to Breast Cancer
by Estrogen Receptor A Tumor Status. Cancer Epidemiology Biomarkers and Prevention, 2007, 16, 11 21
2269-2275.

Estrogen receptor and progesterone receptor expression in normal terminal duct lobular units
surrounding invasive breast cancer. Breast Cancer Research and Treatment, 2013, 137, 837-847.

FGF receptor genes and breast cancer susceptibility: results from the Breast Cancer Association

Consortium. British Journal of Cancer, 2014, 110, 1088-1100. 29 21

Assessment of interactions between 205 breast cancer susceptibility loci and 13 established risk
factors in relation to breast cancer risk, in the Breast Cancer Association Consortium. International
Journal of Epidemiology, 2020, 49, 216-232.

Intake of fruits, and vegetables in relation to breast cancer risk by hormone receptor status. Breast 11 20
Cancer Research and Treatment, 2007, 107, 113-117. )

Polymorphisms in chemokine and receptor genes and gastric cancer risk and survival in a high risk

Polish population. Scandinavian Journal of Gastroenterology, 2011, 46, 333-340.

Assessment of variation in immunosuppressive pathway genes reveals TGFBR2 to be associated with
prognosis of estrogen receptor-negative breast cancer after chemotherapy. Breast Cancer Research, 2.2 20
2015,17, 18.



JOLANTA LISSOWSKA

# ARTICLE IF CITATIONS

Can Lactase Persistence Genotype Be Used to Reassess the Relationship between Renal Cell Carcinoma

and Milk Drinking? Potentials and Problems in the Application of Mendelian Randomization. Cancer
Epidemiology Biomarkers and Prevention, 2010, 19, 1341-1348.

Indoor air pollution from solid fuels and peripheral Blood DNA methylation: Findings from a

326 population study in Warsaw, Poland. Environmental Research, 2014, 134, 325-330.

3.7 19

Cell-Cycle Protein Expression in a Population-Based Study of Ovarian and Endometrial Cancers.
Frontiers in Oncology, 2015, 5, 25.

30g  Assessing the genetic architecture of epithelial ovarian cancer histological subtypes. Human Genetics, L8 19
2016, 135, 741-756. ’

Higha€throughput automated scoring of Ki67 in breast cancer tissue microarrays from the Breast
Cancer Association Consortium. Journal of Pathology: Clinical Research, 2016, 2, 138-153.

GWAS meta-analysis of 16 852 women identifies new susceptibility locus for endometrial cancer.

330 Human Molecular Genetics, 2016, 25, ddw092.

1.4 19

Etiology of hormone receptor positive breast cancer differs by levels of histologic grade and
proliferation. International Journal of Cancer, 2018, 143, 746-757.

332 Rare deleterious germline variants and risk of lung cancer. Npj Precision Oncology, 2021, 5, 12. 2.3 19

Genetic variation in PRL and PRLR, and relationships with serum prolactin levels and breast cancer
risk: results from a population-based case-control study in Poland. Breast Cancer Research, 2011, 13,
R42.

334  Cross-cancer pleiotropic analysis of endometrial cancer: PAGE and E2C2 consortia. Carcinogenesis, 13 18
2014, 35, 2068-2073. )

Occupational prestige, social mobility and the association with lung cancer in men. BMC Cancer, 2016,
16, 395.

No clinical utility of KRAS variant rs61764370 for ovarian or breast cancer. Gynecologic Oncology,

336 9016, 141, 386-401.

0.6 18

Genetic analyses of gynecological disease identify genetic relationships between uterine fibroids and
endometrial cancer, and a novel endometrial cancer genetic risk region at the WNT4 1p36.12 locus.
Human Genetics, 2021, 140, 1353-1365.

Socioeconomic Indicators and Risk of Lung Cancer in Central and Eastern Europe. Central European

338 Journal of Public Health, 2009, 17, 115-121.

0.4 18

Occupation and breast cancer risk in Polish women: A population-based case-control study. American
Journal of Industrial Medicine, 2007, 50, 97-111.

Common colorectal cancer risk alleles contribute to the multiple colorectal adenoma phenotype, but

340 4o not influence colonic polyposis in FAP. European Journal of Human Genetics, 2015, 23, 260-263.

1.4 17

Exome genotyping arrays to identify rare and low frequency variants associated with epithelial

ovarian cancer risk. Human Molecular Genetics, 2016, 25, 3600-3612.

Applying polygenic risk scoring for psychiatric disorders to a large family with bipolar disorder and

342 major depressive disorder. Communications Biology, 2018, 1, 163.

2.0 17

20



344

346

348

350

352

354

356

358

360

21

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Using Prior Information from the Medical Literature in GWAS of Oral Cancer Identifies Novel

Susceptibility Variant on Chromosome 4 - the AdAPT Method. PLoS ONE, 2012, 7, e36888.

Intrauterine environment and breast cancer risk in a population-based case-control study in Poland. 9.3 16
International Journal of Cancer, 2006, 119, 2136-2141. :

Lung Cancer Risk Attributable to Occupational Exposures in a Multicenter Case-Control Study in
Central and Eastern Europe. Journal of Occupational and Environmental Medicine, 2011, 53, 1262-1267.

Breast cancer susceptibility risk associations and heterogeneity by E-cadherin tumor tissue

expression. Breast Cancer Research and Treatment, 2014, 143, 181-187. 11 16

Consortium analysis of gene and gene&€“folate interactions in purine and pyrimidine metabolism
pathways with ovarian carcinoma risk. Molecular Nutrition and Food Research, 2014, 58, 2023-2035.

<i>Helicobacter pylori</i> Immunoproteomic Profiles in Gastric Cancer. Journal of Proteome 18 16
Research, 2021, 20, 409-419. :

Skewed X chromosome inactivation and early-onset breast cancer. Journal of Medical Genetics, 2005,
43, 48-53.

Construction and Validation of Tissue Microarrays of Ductal Carcinoma In Situ and Terminal Duct
Lobular Units Associated With Invasive Breast Carcinoma. Diagnostic Molecular Pathology, 2006, 15, 2.1 15
157-161.

Possible association between a genetic polymorphism at 8g24 and risk of upper gastrointestinal
cancer. European Journal of Cancer Prevention, 2011, 20, 54-57.

Plasma Carotenoid- and Retinol-Weighted Multi-SNP Scores and Risk of Breast Cancer in the National
Cancer Institute Breast and Prostate Cancer Cohort Consortium. Cancer Epidemiology Biomarkers 11 15
and Prevention, 2013, 22, 927-936.

Evaluating the ovarian cancer gonadotropin hypothesis: A candidate gene study. Gynecologic
Oncology, 2015, 136, 542-548.

Identification of lung cancer histology-specific variants applying Bayesian framework variant

prioritization approaches within the TRICL and ILCCO consortia. Carcinogenesis, 2015, 36, 1314-1326. 13 15

Lung Cancer Among Firefighters. Journal of Occupational and Environmental Medicine, 2016, 58,
1137-1143.

Adult height is associated with increased risk of ovarian cancer: a Mendelian randomisation study. 9.9 15
British Journal of Cancer, 2018, 118, 1123-1129. :

Assessment of moderate coffee consumption and risk of epithelial ovarian cancer: a Mendelian
randomization study. International Journal of Epidemiology, 2018, 47, 450-459.

Exploration of Shared Genetic Architecture Between Subcortical Brain Volumes and Anorexia 19 15
Nervosa. Molecular Neurobiology, 2019, 56, 5146-5156. )

Common variants in breast cancer risk loci predispose to distinct tumor subtypes. Breast Cancer

Research, 2022, 24, 2.

Occupational X-ray examinations and lung cancer risk. International Journal of Cancer, 2005, 115, 9.3 14
263-267. '



362

364

366

368

370

372

374

376

378

22

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

A Sex-Specific Association between a 15q25 Variant and Upper Aerodigestive Tract Cancers. Cancer

Epidemiology Biomarkers and Prevention, 2011, 20, 658-664.

Genetic variation at CYP3A is associated with age at menarche and breast cancer risk: a case-control

study. Breast Cancer Research, 2014, 16, R51. 2.2 14

Inherited variants in the inner centromere protein (INCENP) gene of the chromosomal passenger
complex contribute to the susceptibility of ER-negative breast cancer. Carcinogenesis, 2015, 36, 256-271.

Effect of Occupational Exposures on Lung Cancer Susceptibility: A Study of Gene&€“Environment

Interaction Analysis. Cancer Epidemiology Biomarkers and Prevention, 2015, 24, 570-579. 11 14

Gene set enrichment analysis and expression pattern exploration implicate an involvement of
neurodevelopmental processes in bipolar disorder. Journal of Affective Disorders, 2018, 228, 20-25.

Genetic Variation in the Androgen Receptor Gene and Endometrial Cancer Risk. Cancer Epidemiology

Biomarkers and Prevention, 2009, 18, 585-589. 11 13

Body Mass Index Genetic Risk Score and Endometrial Cancer Risk. PLoS ONE, 2015, 10, e0143256.

Inherited variants affecting RNA editing may contribute to ovarian cancer susceptibility: results from

a large-scale collaboration. Oncotarget, 2016, 7, 72381-72394. 0.8 13

CHEK2, MGMT, SULT1E1 and SULT1A1 Polymorphisms and Endometrial Cancer Risk. Twin Research and
Human Genetics, 2011, 14, 328-332.

Lung cancer risk among bakers, pastry cooks and confectionary makers: the SYNERGY study.

Occupational and Environmental Medicine, 2013, 70, 810-814. 1.3 12

Exome-Wide Association Study of Endometrial Cancer in a Multiethnic Population. PLoS ONE, 2014, 9,
€97045.

Genetic variation in mitotic regulatory pathway genes is associated with breast tumor grade. Human

Molecular Genetics, 2014, 23, 6034-6046. 1.4 12

Relation of allium vegetables intake with head and neck cancers: Evidence from the INHANCE
consortium. Molecular Nutrition and Food Research, 2015, 59, 1641-1650.

Age at start of using tobacco on the risk of head and neck cancer: Pooled analysis in the International

Head and Neck Cancer Epidemiology Consortium (INHANCE). Cancer Epidemiology, 2019, 63, 101615. 08 12

Cross-Cancer Genome-Wide Association Study of Endometrial Cancer and Epithelial Ovarian Cancer
Identifies Genetic Risk Regions Associated with Risk of Both Cancers. Cancer Epidemiology Biomarkers
and Prevention, 2021, 30, 217-228.

Smoking Cessation: Intermediate Nonsmoking Periods and Reduction of Laryngeal Cancer Risk. Journal 3.0 1
of the National Cancer Institute, 1990, 82, 1427-1428. ’

<i>HSD17B1<[i> Genetic Variants and Hormone Receptora€“Defined Breast Cancer. Cancer Epidemiology

Biomarkers and Prevention, 2008, 17, 2766-2772.

Germline variation in TP53 regulatory network genes associates with breast cancer survival and

treatment outcome. International Journal of Cancer, 2013, 132, 2044-2055. 23 1



380

382

384

386

388

390

392

394

396

23

JOLANTA LISSOWSKA

ARTICLE IF CITATIONS

Lung cancer risk in painters: results from the SYNERGY pooled casea€“control study consortium.

Occupational and Environmental Medicine, 2021, 78, 269-278.

The 12p13.33/RADS52 Locus and Genetic Susceptibility to Squamous Cell Cancers of Upper Aerodigestive

Tract. PLoS ONE, 2015, 10, e0117639. 11 10

Common Genetic Variation and Age of Onset of Anorexia Nervosa. Biological Psychiatry Global Open
Science, 2022, 2, 368-378.

Occupational Exposure to Polycyclic Aromatic Hydrocarbons and Lung Cancer Risk: Results from a
Pooled Analysis of Casea€“Control Studies (SYNERGY). Cancer Epidemiology Biomarkers and Prevention, 11 10
2022, 31, 1433-1441.

A systematic investigation of the contribution of genetic variation within the MHC region to HPV
seropositivity. Human Molecular Genetics, 2015, 24, 2681-2688.

Lung Cancer Risk Among Cooks When Accounting for Tobacco Smoking. Journal of Occupational and

Environmental Medicine, 2015, 57, 202-209. 0.9 o

Investigation of Exomic Variants Associated with Overall Survival in Ovarian Cancer. Cancer
Epidemiology Biomarkers and Prevention, 2016, 25, 446-454.

No association between global DNA methylation in peripheral blood and lung cancer risk in
nonsmoking women: results from a multicenter study in Eastern and Central Europe. European 0.6 9
Journal of Cancer Prevention, 2018, 27, 1-5.

Variants in genes encoding small GTPases and association with epithelial ovarian cancer
susceptibility. PLoS ONE, 2018, 13, e0197561.

Risk factors for head and neck cancer in more and less developed countries: Analysis from the 15 9
INHANCE consortium. Oral Diseases, 2023, 29, 1565-1578. :

Genetic Variation in <i>a4GnT</i> in Relation to <i>HelicobacterApylori</i> Serology and Gastric
Cancer Risk. Helicobacter, 2009, 14, 472-477.

Lung Cancer Risk Among Hairdressers: A Pooled Analysis of Case-Control Studies Conducted Between

1985 and 2010. American Journal of Epidemiology, 2013, 178, 1355-1365. L6 8

Circulating Antibodies against Epstein&€“Barr Virus (EBV) and p53 in EBV-Positive and -Negative Gastric
Cancer. Cancer Epidemiology Biomarkers and Prevention, 2020, 29, 414-419.

Integrated analysis of DNA methylation, immunohistochemistry and mRNA expression, data identifies a
methylation expression index (MEI) robustly associated with survival of ER-positive breast cancer 11 7
patients. Breast Cancer Research and Treatment, 2015, 150, 457-466.

Tumor-Associated Stromal Cellular Density as a Predictor of Recurrence and Mortality in Breast
Cancer: Results from Ethnically Diverse Study Populations. Cancer Epidemiology Biomarkers and
Prevention, 2021, 30, 1397-1407.

A targeted genetic association study of epithelial ovarian cancer susceptibility. Oncotarget, 2016, 7, 0.8 ;
7381-7389. ’

Method for determination of (-102C>T) single nucleotide polymorphism in the human manganese

superoxide dismutase promoter. BMC Genetics, 2004, 5, 33.

Abstract 4942: Serologic markers of infectious agents and ovarian cancer: Markers of priorChlamydia
trachomatisinfection associated with increased ovarian cancer risk in two independent populations. , 6
2018, ,.



JOLANTA LISSOWSKA

# ARTICLE IF CITATIONS

7921-rs6964587 and breast cancer risk: an extended case-control study by the Breast Cancer

Association Consortium. Journal of Medical Genetics, 2011, 48, 698-702.

Breast cancer susceptibility polymorphisms and endometrial cancer risk: a Collaborative Endometrial

398 Cancer Study. Carcinogenesis, 2011, 32, 1862-1866. 1.3 5

Fine mapping of 14q24.1 breast cancer susceptibility locus. Human Genetics, 2012, 131, 479-490.

Assessment of variation in immunosuppressive pathway genes reveals TGFBR2 to be associated with

400 sk of clear cell ovarian cancer. Oncotarget, 2016, 7, 69097-69110.

0.8 5

Evaluation of variation in the phosphoinositide-3-kinase catalytic subunit alpha oncogene and breast
cancer risk. British Journal of Cancer, 2011, 105, 1934-1939.

Genetic Contributions to The Association Between Adult Height and Head and Neck Cancer: A

402 Mendelian Randomization Analysis. Scientific Reports, 2018, 8, 4534.

1.6 4

Re: More data regarding the effects of passive smoking on breast cancer risk among younger women.
International Journal of Cancer, 2007, 120, 2517-2518.

rs495139 in the TYMS-ENOSF1 Region and Risk of Ovarian Carcinoma of Mucinous Histology.

404 |nternational Journal of Molecular Sciences, 2018, 19, 2473.

1.8 3

Peripheral blood immunologic phenotype of populationd€based breast cancer cases and matched
controls. European Journal of Clinical Investigation, 2012, 42, 572-574.

Application of two job indices for general occupational demands in a pooled analysis of case&€“control

406 studies on lung cancer. Scandinavian Journal of Work, Environment and Health, 2021, 47, 475-481.

1.7 1

Abstract 1890: Human papillomavirus serology and the risk of lung cancer., 2011, .

408 Abstract 2519: Is accelerometer-measured ph?/sical activity associated with urinary estrogens and

estrogen metabolites among postmenopausal women?.., 2013, , .

P.65 Risk of oral cancer in relation to smoking, alcohol, and dentition in Warsaw, Poland. Oral
Oncology Supplement, 2005, 1, 165-166.

Genetic Polymorphisms in Folate Metabolism and Stomach Cancer Risk: A Comparison Between
410  Conventional and Hierarchical Modeling Approaches. American Journal of Epidemiology, 2006, 163, 1.6 0
S226-S226.

0OC-0524¢€...Assessment of novel genetic polymorphisms and risk of upper gastrointestinal carcinoma. Gut,
2010, 59, A21.2-A22.

Prostate Cancer Susceptibility Polymorphism rs2660753 Is Not Associated with Invasive Ovarian

#12 Cancer. Cancer Epidemiology Biomarkers and Prevention, 2011, 20, 1028-1031.

11 (0]

Mo1133 Anti-Viral Antibodies in Epstein-Barr Virus (EBV) Positive and Negative Gastric Cancer.

Gastroenterology, 2014, 146, S-566.

Tul294 - Helicobacter Pylori Immunoproteomic Profiles in Patients with Gastric Cancer.

414 Gastroenterology, 2018, 154, 5-926. 0-6 0

24



JOLANTA LISSOWSKA

# ARTICLE IF CITATIONS

OCCUPATIONAL EXPOSURE TO METAL COMPOUNDS AND LUNG CANCER. RESULTS FROM A MULTI-CENTRE

CASE-CONTROL STUDY IN CENTRAL/EASTERN EUROPE AND UK. Epidemiology, 2003, 14, S25.

Occupational Physical Activity and Risk of Breast Cancer in Polish Women. Epidemiology, 2006, 17,
416 53155316, 1.2 °

Abstract 2779: Relationship of mammographic density with breast cancer subtypes. , 2010, , .

Abstract 2786: Methylation profiling of endometrial cancers from a population-based case control
418 study., 2010, . 0

Abstract 1875: Lung cancer risk among hairdressers in SYNERGY 4€“ pooled analysis from case-control
studies in Europe and Canada with detailed smoking data., 2011, , .

Abstract 1900: Age at last birth and endometrial cancer risk: Pooled analysis in the Epidemiology of

420 Endometrial Cancer Consortium. ,2011,,.

Abstract 1877: Lung cancer risk in painters: Results from the SYNERGY pooled analysis. , 2011, , .

422 Abstract LB-454: Serum metabolic profiles and endometrial cancer., 2011, ,. 0

Abstract LB-336: Association of variant rs2046210 at 6q25.1 (ESR1) with breast cancer risk suggests
heterogeneity by E-cadherin tumor tissue expression. , 2012, , .

424 Abstract LB-330: Genetic variants in the 9p21 region in relation to the risk of multiple tumors. , 2012, . 0

Abstract 1029: The association of body mass index with risk of endometrial cancer subtypes: Pooled
analysis in E2C2., 2012, , .

Abstract 5012: DNA methylation profiles of endometrial cancer and benign endometrium suggest

426 differences by mismatch repair status and possible early detection markers. , 2012, , .

Abstract 3477: Discovery and validation of methylation markers for early detection of endometrial
cancer.., 2013, ,.

Abstract 4808: Case-case comparison of smoking and alcohol risk associations with Epstein-Barr

428 virus-positive gastric cancer.., 2013, , .

Abstract 154: Lifetime ovulatory cycles and risk of ovarian and endometrial cancers.. , 2013, , .

Abstract 2167: Infertility and risk of incident endometrial carcinoma: a pooled analysis from the

430 Epidemiology of Endometrial Cancer Consortium. , 2014, , .

Abstract 277: Multiplex Epstein-Barr virus (EBV) serology in EBV-positive and -negative gastric cancer. ,

2014,,.

Abstract 874: Autoantibody biomarker discovery in basal-like breast cancer using nucleic acid

432 programmable protein array. , 2014, , .

25



JOLANTA LISSOWSKA

# ARTICLE IF CITATIONS

Abstract 2767: Investigation of the relationship between crown-like structures and adipose tissue

hormone levels among postmenopausal women with breast cancer. , 2015, , .

434 Abstract B41: Methylation profiling of ovarian cancer to study etiologic and prognostic o
heterogeneity and to develop a molecular classifier.., 2016, , .

26



