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Hipposin, a histone-derived antimicrobial peptide in Atlantic halibut (Hippoglossus hippoglossus L.).
Biochimica Et Biophysica Acta - Proteins and Proteomics, 2003, 1646, 207-215.

Breast cancer quantitative proteome and proteogenomic landscape. Nature Communications, 2019, 10,
1600. 12.8 152

Glycan gene expression signatures in normal and malignant breast tissue; possible role in diagnosis
and progression. Molecular Oncology, 2010, 4, 98-118.

Deregulation of cancer-related miRNAs is a common event in both benign and malignant human breast

tumors. Carcinogenesis, 2014, 35, 76-85. 2.8 119

Proline Conformation-Dependent Antimicrobial Activity of a Proline-Rich Histone H1 N-Terminal
Peptide Fragment Isolated from the Skin Mucus of Atlantic Salmon. Antimicrobial Agents and
Chemotherapy, 2005, 49, 2399-2406.

Integrative clustering reveals a novel split in the luminal A subtype of breast cancer with impact on

outcome. Breast Cancer Research, 2017, 19, 44. 5.0 85

Strong Synergy between a Eukaryotic Antimicrobial Peptide and Bacteriocins from Lactic Acid
Bacteria. Applied and Environmental Microbiology, 2003, 69, 1797-1799.

Subtypea€specific microd€RNA expression signatures in breast cancer progression. International Journal 5.1 -
of Cancer, 2016, 139, 1117-1128. )

Glycana€related gene expression signatures in breast cancer subtypes; relation to survival. Molecular
Oncology, 2015, 9, 861-876.

Gene expression profiles of breast biopsies from healthy women identify a group with claudin-low

features. BMC Medical Genomics, 2011, 4, 77. L5 38

Expression levels of uridine 5'-diphospho-glucuronosyltransferase genes in breast tissue from
healthy women are associated with mammographic density. Breast Cancer Research, 2010, 12, R65.

Serum estradiol levels associated with specific gene expression patterns in normal breast tissue and

in breast carcinomas. BMC Cancer, 2011, 11, 332. 2.6 35

Long Non-Coding RNAs Differentially Expressed between Normal versus Primary Breast Tumor Tissues
Disclose Converse Changes to Breast Cancer-Related Protein-Coding Genes. PLoS ONE, 2014, 9, e106076.
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Serum cytokine levels in breast cancer patients during neoadjuvant treatment with bevacizumab.
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