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Genetic studies of urinary metabolites illuminate mechanisms of detoxification and excretion in
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Tic32, an Essential Component in Chloroplast Biogenesis. Journal of Biological Chemistry, 2004, 279,
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Mapping eGFR loci to the renal transcriptome and phenome in the VA Million Veteran Program. Nature 12.8 90
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Histone H2B Monoubiquitination Mediated by HISTONE MONOUBIQUITINATION1 and HISTONE
MONOUBIQUITINATION2 Is Involved in Anther Development by Regulating Tapetum Degradation-Related 4.8 78
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Large-scale whole-exome sequencing association studies identify rare functional variants influencing
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S0OS2 and ACP1 Loci Identified through Large-Scale Exome Chip Analysis Regulate Kidney Development
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Analysis of T-DNA insertion site distribution patterns in Arabidopsis thaliana reveals special features
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A Genetic Risk Score for Thyroid Peroxidase Antibodies Associates With Clinical Thyroid Disease in
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High-throughput generation of sequence indexes from T-DNA mutagenized <i>Arabidopsis thaliana</i

lines. BioTechniques, 2003, 35, 1164-1168.

Genome-Wide Meta-Analyses of Plasma Renin Activity and Concentration Reveal Association With the

Kininogen 1 and Prekallikrein Genes. Circulation: Cardiovascular Genetics, 2015, 8, 131-140. 51 2



38

40

42

44

ARTICLE IF CITATIONS

Control and consequences of chromatin compaction during seed maturation in<i>Arabidopsis
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Differential and shared genetic effects on kidney function between diabetic and non-diabetic
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