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Sciences, 2011, 4, 72-80. 1.5 28

157 Actinopolyspora righensis sp. nov., a novel halophilic actinomycete isolated from Saharan soil in
Algeria. Antonie Van Leeuwenhoek, 2013, 104, 301-307. 0.7 28

158 16S-rRNA-based analysis of bacterial diversity in the gut of fungus-cultivating termites (Microtermes) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 222 Td (and Odontotermes species). Antonie Van Leeuwenhoek, 2013, 104, 869-883.0.7 28

159
Pathways and substrateâ€•specific regulation of amino acid degradation in <i><scp>P</scp>haeobacter
inhibens</i>â€…<scp>DSM</scp> 17395 (archetype of the marine <i><scp>R</scp>oseobacter</i> clade).
Environmental Microbiology, 2014, 16, 218-238.

1.8 28

160 Nocardia vulneris sp. nov., isolated from wounds of human patients in North America. Antonie Van
Leeuwenhoek, 2014, 106, 543-553. 0.7 28

161
Description of gamma radiation-resistant Geodermatophilus dictyosporus sp. nov. to accommodate
the not validly named Geodermatophilus obscurus subsp. dictyosporus (Luedemann, 1968).
Extremophiles, 2015, 19, 77-85.

0.9 28

162 Complete genome sequence of Sphaerobacter thermophilus type strain (S 6022T). Standards in
Genomic Sciences, 2010, 2, 49-56. 1.5 27
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163 Complete genome sequence of Streptosporangium roseum type strain (NI 9100T). Standards in Genomic
Sciences, 2010, 2, 29-37. 1.5 27

164 Complete genome sequence of the rapeseed plant-growth promoting Serratia plymuthica strain AS9.
Standards in Genomic Sciences, 2012, 6, 54-62. 1.5 27

165 Genome analysis of Desulfotomaculum gibsoniae strain GrollT a highly versatile Gram-positive
sulfate-reducing bacterium. Standards in Genomic Sciences, 2014, 9, 821-839. 1.5 27

166 Nocardiopsis algeriensis sp. nov., an alkalitolerant actinomycete isolated from Saharan soil. Antonie
Van Leeuwenhoek, 2015, 107, 313-320. 0.7 27

167

Comparing polysaccharide decomposition between the type strains Gramella echinicola KMM 6050T
(DSM 19838T) and Gramella portivictoriae UST040801-001T (DSM 23547T), and emended description of
Gramella echinicola Nedashkovskaya et al. 2005 emend. Shahina et al. 2014 and Gramella portivictoriae
Lau et al. 2005. Standards in Genomic Sciences, 2016, 11, 37.

1.5 27

168 Characterization and sequence comparison of temperature-regulated chaperonins from the
hyperthermophilic archaeon Archaeoglobus fulgidus. Gene, 1998, 215, 431-438. 1.0 26

169 Complete genome sequence of Archaeoglobus profundus type strain (AV18T). Standards in Genomic
Sciences, 2010, 2, 327-346. 1.5 26

170 Complete genome sequence of Gordonia bronchialis type strain (3410T). Standards in Genomic
Sciences, 2010, 2, 19-28. 1.5 26

171 Complete genome sequence of Haliscomenobacter hydrossis type strain (OT). Standards in Genomic
Sciences, 2011, 4, 352-360. 1.5 26

172 Genome sequence of the moderately thermophilic, amino-acid-degrading and sulfur-reducing
bacterium Thermovirga lienii type strain (Cas60314T). Standards in Genomic Sciences, 2012, 6, 230-239. 1.5 26

173 Genome sequence of the homoacetogenic bacterium Holophaga foetida type strain (TMBS4T).
Standards in Genomic Sciences, 2012, 6, 174-184. 1.5 26

174 Saccharothrix hoggarensis sp. nov., an actinomycete isolated from Saharan soil. International
Journal of Systematic and Evolutionary Microbiology, 2013, 63, 549-553. 0.8 26

175 Non-contiguous finished genome sequence of plant-growth promoting Serratia proteamaculans S4.
Standards in Genomic Sciences, 2013, 8, 441-449. 1.5 26

176
Genome sequence of Phaeobacter inhibens type strain (T5T), a secondary metabolite producing
representative of the marine Roseobacter clade, and emendation of the species description of
Phaeobacter inhibens. Standards in Genomic Sciences, 2013, 9, 334-350.

1.5 26

177
Mzabimyces algeriensis gen. nov., sp. nov., a halophilic filamentous actinobacterium isolated from a
Saharan soil, and proposal of Mzabimycetaceae fam. nov.. Antonie Van Leeuwenhoek, 2014, 106,
1021-1030.

0.7 26

178
SulfoSYS (Sulfolobus Systems Biology): towards a silicon cell model for the central carbohydrate
metabolism of the archaeon Sulfolobus solfataricus under temperature variation. Biochemical
Society Transactions, 2009, 37, 58-64.

1.6 25

179 Complete genome sequence of Pedobacter heparinus type strain (HIM 762-3T). Standards in Genomic
Sciences, 2009, 1, 54-62. 1.5 25

180 Complete genome sequence of Anaerococcus prevotii type strain (PC1T). Standards in Genomic
Sciences, 2009, 1, 159-165. 1.5 25
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181 Complete genome sequence of Brachybacterium faecium type strain (Schefferle 6-10T). Standards in
Genomic Sciences, 2009, 1, 3-11. 1.5 25

182 Complete genome sequence of Dyadobacter fermentans type strain (NS114T). Standards in Genomic
Sciences, 2009, 1, 133-140. 1.5 25

183 Streptomyces iranensis sp. nov., isolated from soil. International Journal of Systematic and
Evolutionary Microbiology, 2010, 60, 1504-1509. 0.8 25

184 Complete genome sequence of the acetate-degrading sulfate reducer Desulfobacca acetoxidans type
strain (ASRB2T). Standards in Genomic Sciences, 2011, 4, 393-401. 1.5 25

185 Actinopolyspora algeriensis sp. nov., a novel halophilic actinomycete isolated from a Saharan soil.
Extremophiles, 2012, 16, 771-776. 0.9 25

186 Diversity of Termitomyces Associated with Fungus-Farming Termites Assessed by Cultural and
Culture-Independent Methods. PLoS ONE, 2013, 8, e56464. 1.1 25

187 Complete genome sequence of Catenulispora acidiphila type strain (ID 139908T). Standards in Genomic
Sciences, 2009, 1, 119-125. 1.5 24

188 Complete genome sequence of Leptotrichia buccalis type strain (C-1013-bT). Standards in Genomic
Sciences, 2009, 1, 126-132. 1.5 24

189 Complete genome sequence of Saccharomonospora viridis type strain (P101T). Standards in Genomic
Sciences, 2009, 1, 141-149. 1.5 24

190 Complete genome sequence of Conexibacter woesei type strain (ID131577T). Standards in Genomic
Sciences, 2010, 2, 212-219. 1.5 24

191 Complete genome sequence of Acetohalobium arabaticum type strain (Z-7288T). Standards in Genomic
Sciences, 2010, 3, 57-65. 1.5 24

192 Complete genome sequence of Alicyclobacillus acidocaldarius type strain (104-IAT). Standards in
Genomic Sciences, 2010, 2, 9-18. 1.5 24

193 Complete genome sequence of the aquatic bacterium Runella slithyformis type strain (LSU 4T).
Standards in Genomic Sciences, 2012, 6, 145-154. 1.5 24

194 Nocardia casuarinae sp. nov., an actinobacterial endophyte isolated from root nodules of Casuarina
glauca. Antonie Van Leeuwenhoek, 2014, 105, 1099-1106. 0.7 24

195
Description of Geodermatophilus amargosae sp. nov., to Accommodate the Not Validly Named
Geodermatophilus obscurus subsp. amargosae (Luedemann, 1968). Current Microbiology, 2014, 68,
365-371.

1.0 24

196

Polyphasic classification of Nonomuraea strains isolated from the Karakum Desert and description of
Nonomuraea deserti sp. nov., Nonomuraea diastatica sp. nov., Nonomuraea longispora sp. nov. and
Nonomuraea mesophila sp. nov.. International Journal of Systematic and Evolutionary Microbiology,
2020, 70, 636-647.

0.8 24

197 Complete genome sequence of Halogeometricum borinquense type strain (PR3T). Standards in Genomic
Sciences, 2009, 1, 150-158. 1.5 23

198 Complete genome sequence of Thermanaerovibrio acidaminovorans type strain (Su883T). Standards in
Genomic Sciences, 2009, 1, 254-261. 1.5 23
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199 Complete genome sequence of Stackebrandtia nassauensis type strain (LLR-40K-21T). Standards in
Genomic Sciences, 2009, 1, 292-299. 1.5 23

200 Complete genome sequence of Thermobispora bispora type strain (R51T). Standards in Genomic
Sciences, 2010, 2, 318-326. 1.5 23

201 Complete genome sequence of the gliding freshwater bacterium Fluviicola taffensis type strain
(RW262T). Standards in Genomic Sciences, 2011, 5, 21-29. 1.5 23

202 Streptomyces sediminis sp. nov. isolated from crater lake sediment. Antonie Van Leeuwenhoek, 2018, 111,
493-500. 0.7 23

203 Revisiting the Taxonomic Status of the Biomedically and Industrially Important Genus Amycolatopsis,
Using a Phylogenomic Approach. Frontiers in Microbiology, 2018, 9, 2281. 1.5 23

204 Micromonospora profundi sp. nov., isolated from deep marine sediment. International Journal of
Systematic and Evolutionary Microbiology, 2016, 66, 4735-4743. 0.8 23

205 Complete genome sequence of Halorhabdus utahensis type strain (AX-2T). Standards in Genomic
Sciences, 2009, 1, 218-225. 1.5 22

206 Complete genome sequence of Desulfohalobium retbaense type strain (HR100T). Standards in Genomic
Sciences, 2010, 2, 38-48. 1.5 22

207 Complete genome sequence of Leadbetterella byssophila type strain (4M15T). Standards in Genomic
Sciences, 2011, 4, 2-12. 1.5 22

208 Genome sequence of the filamentous, gliding Thiothrix nivea neotype strain (JP2T). Standards in
Genomic Sciences, 2011, 5, 398-406. 1.5 22

209 Complete genome sequence of the plant-associated Serratia plymuthica strain AS13. Standards in
Genomic Sciences, 2012, 7, 22-30. 1.5 22

210 Complete genome sequence of the sulfate-reducing firmicute Desulfotomaculum ruminis type strain
(DLT). Standards in Genomic Sciences, 2012, 7, 304-319. 1.5 22

211 Saccharopolyspora ghardaiensis sp. nov., an extremely halophilic actinomycete isolated from Algerian
Saharan soil. Journal of Antibiotics, 2014, 67, 299-303. 1.0 22

212 Identification of novel biomassâ€•degrading enzymes from genomic dark matter: Populating genomic
sequence space with functional annotation. Biotechnology and Bioengineering, 2014, 111, 1550-1565. 1.7 22

213

Genome sequence of the mud-dwelling archaeon Methanoplanus limicola type strain (DSM 2279T),
reclassification of Methanoplanus petrolearius as Methanolacinia petrolearia and emended
descriptions of the genera Methanoplanus and Methanolacinia. Standards in Genomic Sciences, 2014,
9, 1076-1088.

1.5 22

214 Bounagaea algeriensis gen. nov., sp. nov., an extremely halophilic actinobacterium isolated from a
Saharan soil of Algeria. Antonie Van Leeuwenhoek, 2015, 108, 473-482. 0.7 22

215 Actinokineospora mzabensis sp. nov., a novel actinomycete isolated from Saharan soil. Antonie Van
Leeuwenhoek, 2015, 107, 291-296. 0.7 22

216 Streptosporangium becharense sp. nov., an actinobacterium isolated from desert soil. International
Journal of Systematic and Evolutionary Microbiology, 2016, 66, 2484-2490. 0.8 22
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217
Micromonospora phytophila sp. nov. and Micromonospora luteiviridis sp. nov., isolated as natural
inhabitants of plant nodules. International Journal of Systematic and Evolutionary Microbiology,
2018, 68, 248-253.

0.8 22

218 Complete genome sequence of Streptobacillus moniliformis type strain (9901T). Standards in Genomic
Sciences, 2009, 1, 300-307. 1.5 21

219 Complete genome sequence of the Phaeobacter gallaeciensis type strain CIP 105210T (= DSM 26640T =) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 662 Td (BS107T). Standards in Genomic Sciences, 2014, 9, 914-932.1.5 21

220 Geodermatophilus aquaeductus sp. nov., isolated from the ruins of Hadrianâ€™s aqueduct. Antonie Van
Leeuwenhoek, 2015, 108, 41-50. 0.7 21

221 Pseudomonas khazarica sp. nov., a polycyclic aromatic hydrocarbon-degrading bacterium isolated
from Khazar Sea sediments. Antonie Van Leeuwenhoek, 2020, 113, 521-532. 0.7 21

222 Prauserella isguenensis sp. nov., a halophilic actinomycete isolated from desert soil. International
Journal of Systematic and Evolutionary Microbiology, 2015, 65, 1598-1603. 0.8 21

223 Complete genome sequence of Brachyspira murdochii type strain (56-150T). Standards in Genomic
Sciences, 2010, 2, 260-269. 1.5 20

224 The neglected hypogeous fungus Hydnotrya bailii Soehner (1959) is a widespread sister taxon of
Hydnotrya tulasnei (Berk.) Berk. &amp; Broome (1846). Mycological Progress, 2010, 9, 195-203. 0.5 20

225 Saccharothrix saharensis sp. nov., an actinomycete isolated from Algerian Saharan soil. International
Journal of Systematic and Evolutionary Microbiology, 2013, 63, 3744-3749. 0.8 20

226 Saccharothrix tamanrassetensis sp. nov., an actinomycete isolated from Saharan soil. International
Journal of Systematic and Evolutionary Microbiology, 2015, 65, 1316-1320. 0.8 20

227 Actinomadura algeriensis sp. nov., an actinobacterium isolated from Saharan soil. Antonie Van
Leeuwenhoek, 2016, 109, 159-165. 0.7 20

228 Editorial: Actinobacteria in Special and Extreme Habitats: Diversity, Function Roles and Environmental
Adaptations, Second Edition. Frontiers in Microbiology, 2019, 10, 944. 1.5 20

229 Complete genome sequence of Riemerella anatipestifer type strain (ATCC 11845). Standards in Genomic
Sciences, 2011, 4, 144-53. 1.5 20

230 Nucleotide sequence of the gene for a 74 kDa DNA polymerase from the archaeonSulfolobus
solfataricus. Nucleic Acids Research, 1993, 21, 2768-2768. 6.5 19

231 Complete genome sequence of Meiothermus silvanus type strain (VI-R2T). Standards in Genomic
Sciences, 2010, 3, 37-46. 1.5 19

232 Description of Geodermatophilus bullaregiensis sp. nov.. Antonie Van Leeuwenhoek, 2015, 108, 415-425. 0.7 19

233
Microbulbifer rhizosphaerae sp. nov., isolated from the rhizosphere of the halophyte Arthrocnemum
macrostachyum. International Journal of Systematic and Evolutionary Microbiology, 2016, 66,
1844-1850.

0.8 19

234 Actinophytocola algeriensis sp. nov., an actinobacterium isolated from Saharan soil. International
Journal of Systematic and Evolutionary Microbiology, 2016, 66, 2760-2765. 0.8 19
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235
Complete genome sequence of the facultatively chemolithoautotrophic and methylotrophic alpha
Proteobacterium Starkeya novella type strain (ATCC 8093T). Standards in Genomic Sciences, 2012, 7,
44-58.

1.5 19

236 Complete genome sequence of Thermocrinis albus type strain (HI 11/12T). Standards in Genomic
Sciences, 2010, 2, 194-202. 1.5 18

237 Complete genome sequence of Spirochaeta smaragdinae type strain (SEBR 4228T). Standards in Genomic
Sciences, 2010, 3, 1-9. 1.5 18

238 Complete genome sequence of Marivirga tractuosa type strain (H-43T). Standards in Genomic Sciences,
2011, 4, 154-162. 1.5 18

239
Promicromonospora xylanilytica sp. nov., an endophytic actinomycete isolated from surface-sterilized
leaves of the medicinal plant Maytenus austroyunnanensis. International Journal of Systematic and
Evolutionary Microbiology, 2012, 62, 84-89.

0.8 18

240 Nonomuraea jabiensis sp. nov., isolated from arid soil. International Journal of Systematic and
Evolutionary Microbiology, 2013, 63, 212-218. 0.8 18

241 Streptomonospora algeriensis sp. nov., a halophilic actinomycete isolated from soil in Algeria.
Antonie Van Leeuwenhoek, 2014, 106, 287-292. 0.7 18

242 High quality draft genome sequence of Olivibacter sitiensis type strain (AW-6T), a diphenol degrader
with genes involved in the catechol pathway. Standards in Genomic Sciences, 2014, 9, 783-793. 1.5 18

243 Blastococcus colisei sp. nov, isolated from an archaeological amphitheatre. Antonie Van
Leeuwenhoek, 2017, 110, 339-346. 0.7 18

244 Complete genome sequence of Cryptobacterium curtum type strain (12-3T). Standards in Genomic
Sciences, 2009, 1, 93-100. 1.5 17

245 Complete genome sequence of Methanothermus fervidus type strain (V24ST). Standards in Genomic
Sciences, 2010, 3, 315-324. 1.5 17

246
Genome sequence of the Leisingera aquimarina type strain (DSM 24565T), a member of the marine
Roseobacter clade rich in extrachromosomal elements. Standards in Genomic Sciences, 2013, 8,
389-402.

1.5 17

247 Streptosporangium saharense sp. nov., an actinobacterium isolated from Saharan soil. International
Journal of Systematic and Evolutionary Microbiology, 2016, 66, 1371-1376. 0.8 17

248 Actinomadura adrarensis sp. nov., an actinobacterium isolated from Saharan soil. International
Journal of Systematic and Evolutionary Microbiology, 2016, 66, 2724-2729. 0.8 17

249 Nucleotide sequence of the genes encoding the L30, S12 and S7 equivalent ribosomal proteins from the
archaeumThermococcus celer. Nucleic Acids Research, 1991, 19, 6047-6047. 6.5 16

250
Nucleotide sequence of the genes encoding the subunits H, B, Aâ€² and Aâ€³ of te DNA-dependent RNA
polymerase and the initiator tRNA fromThermoplasma acidophilum. Nucleic Acids Research, 1992, 20,
5226-5226.

6.5 16

251 Complete genome sequence of Sanguibacter keddieii type strain (ST-74T). Standards in Genomic
Sciences, 2009, 1, 110-118. 1.5 16

252 Complete genome sequence of Denitrovibrio acetiphilus type strain (N2460T). Standards in Genomic
Sciences, 2010, 2, 270-279. 1.5 16
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253 Complete genome sequence of the gliding, heparinolytic Pedobacter saltans type strain (113T).
Standards in Genomic Sciences, 2011, 5, 30-40. 1.5 16

254 Genome sequence of the Antarctic rhodopsins-containing flavobacterium Gillisia limnaea type strain
(R-8282T). Standards in Genomic Sciences, 2012, 7, 107-119. 1.5 16

255 Complete genome sequence of Enterobacter sp. IIT-BT 08: A potential microbial strain for high rate
hydrogen production. Standards in Genomic Sciences, 2013, 9, 359-369. 1.5 16

256 High quality draft genome sequence of Flavobacterium rivuli type strain WB 3.3-2T (DSM 21788T), a
valuable source of polysaccharide decomposing enzymes. Standards in Genomic Sciences, 2015, 10, 46. 1.5 16

257 Streptomyces alkaliphilus sp. nov., isolated from sediments of Lake Elmenteita in the Kenyan Rift
Valley. Antonie Van Leeuwenhoek, 2015, 107, 1249-1259. 0.7 16

258 Saccharothrix ghardaiensis sp. nov., an actinobacterium isolated from Saharan soil. Antonie Van
Leeuwenhoek, 2017, 110, 399-405. 0.7 16

259 Micromonospora orduensis sp. nov., isolated from deep marine sediment. Antonie Van Leeuwenhoek,
2020, 113, 397-405. 0.7 16

260 pIT3, a cryptic plasmid isolated from the hyperthermophilic crenarchaeon Sulfolobus solfataricus IT3.
Plasmid, 2006, 56, 35-45. 0.4 15

261 Complete genome sequence of Ignisphaera aggregans type strain (AQ1.S1T). Standards in Genomic
Sciences, 2010, 3, 66-75. 1.5 15

262 Complete genome sequence of Weeksella virosa type strain (9751T). Standards in Genomic Sciences,
2011, 4, 81-90. 1.5 15

263
Complete genome sequence of the marine methyl-halide oxidizing Leisingera methylohalidivorans type
strain (DSM 14336T), a representative of the Roseobacter clade. Standards in Genomic Sciences, 2013, 9,
128-141.

1.5 15

264 Actinoalloteichus hoggarensis sp. nov., an actinomycete isolated from Saharan soil. International
Journal of Systematic and Evolutionary Microbiology, 2015, 65, 2006-2010. 0.8 15

265 Belliella kenyensis sp. nov., isolated from an alkaline lake. International Journal of Systematic and
Evolutionary Microbiology, 2015, 65, 457-462. 0.8 15

266 High quality draft genome sequence of Meganema perideroedes str. Gr1T and a proposal for its
reclassification to the family Meganemaceae fam. nov.. Standards in Genomic Sciences, 2015, 10, 23. 1.5 15

267 Nocardia donostiensis sp. nov., isolated from human respiratory specimens. Antonie Van Leeuwenhoek,
2016, 109, 653-660. 0.7 15

268 Kribbella soli sp. nov., isolated from soil. Antonie Van Leeuwenhoek, 2017, 110, 641-649. 0.7 15

269 Planomonospora algeriensis sp. nov., an actinobacterium isolated from a Saharan soil of Algeria.
Antonie Van Leeuwenhoek, 2017, 110, 245-252. 0.7 15

270
Kocuria salina sp. nov., an actinobacterium isolated from the rhizosphere of the halophyte
Arthrocnemum macrostachyum and emended description of Kocuria turfanensis. International
Journal of Systematic and Evolutionary Microbiology, 2017, 67, 5006-5012.

0.8 15
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271
Halomonas radicis sp. nov., isolated from Arthrocnemum macrostachyum growing in the Odiel
marshes(Spain) and emended descriptions of Halomonas xinjiangensis and Halomonas zincidurans.
International Journal of Systematic and Evolutionary Microbiology, 2020, 70, 220-227.

0.8 15

272
Pseudoalteromonas rhizosphaerae sp. nov., a novel plant growth-promoting bacterium with potential
use in phytoremediation. International Journal of Systematic and Evolutionary Microbiology, 2020, 70,
3287-3294.

0.8 15

273 Complete genome sequence of Capnocytophaga ochracea type strain (VPI 2845T). Standards in Genomic
Sciences, 2009, 1, 101-109. 1.5 14

274 Complete genome sequence of Jonesia denitrificans type strain (Prevot 55134T). Standards in Genomic
Sciences, 2009, 1, 262-269. 1.5 14

275 Complete genome sequence of Ferrimonas balearica type strain (PATT). Standards in Genomic Sciences,
2010, 3, 174-182. 1.5 14

276 Complete genome sequence of Thermosphaera aggregans type strain (M11TLT). Standards in Genomic
Sciences, 2010, 2, 245-259. 1.5 14

277 Complete genome sequence of Bacteroides helcogenes type strain (P 36-108T). Standards in Genomic
Sciences, 2011, 4, 45-53. 1.5 14

278 Complete genome sequence of Deinococcus maricopensis type strain (LB-34T). Standards in Genomic
Sciences, 2011, 4, 163-172. 1.5 14

279 Complete genome sequence of the thermophilic sulfate-reducing ocean bacterium
Thermodesulfatator indicus type strain (CIR29812T). Standards in Genomic Sciences, 2012, 6, 155-164. 1.5 14

280 Complete genome sequence of the orange-red pigmented, radioresistant Deinococcus proteolyticus
type strain (MRPT). Standards in Genomic Sciences, 2012, 6, 240-250. 1.5 14

281 Charcoal filter paper improves the viability of cryopreserved filamentous ectomycorrhizal and
saprotrophic Basidiomycota and Ascomycota. Mycologia, 2012, 104, 324-330. 0.8 14

282 Hoffmannoscypha, a novel genus of brightly coloured, cupulate Pyronemataceae closely related to
Tricharina and Geopora. Mycological Progress, 2013, 12, 675-686. 0.5 14

283 High quality draft genome of Nakamurella lactea type strain, a rock actinobacterium, and emended
description of Nakamurella lactea. Standards in Genomic Sciences, 2017, 12, 4. 1.5 14

284 Hunting for cultivable Micromonospora strains in soils of the Atacama Desert. Antonie Van
Leeuwenhoek, 2018, 111, 1375-1387. 0.7 14

285 Brevundimonas canariensis sp. nov., isolated from roots of Triticum aestivum. International Journal
of Systematic and Evolutionary Microbiology, 2017, 67, 969-973. 0.8 14

286 Complete genome sequence of Methanoplanus petrolearius type strain (SEBR 4847T). Standards in
Genomic Sciences, 2010, 3, 203-211. 1.5 14

287 Complete genome sequence of Nitratifractor salsuginis type strain (E9I37-1T). Standards in Genomic
Sciences, 2011, 4, 322-330. 1.5 13

288 Complete genome sequence of the hyperthermophilic chemolithoautotroph Pyrolobus fumarii type
strain (1AT). Standards in Genomic Sciences, 2011, 4, 381-392. 1.5 13
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289 Genome sequence of the soil bacterium Saccharomonospora azurea type strain (NA-128T). Standards in
Genomic Sciences, 2012, 6, 220-229. 1.5 13

290 Actinopolyspora biskrensis sp. nov., a Novel Halophilic Actinomycete Isolated from Northern Sahara.
Current Microbiology, 2015, 70, 423-428. 1.0 13

291
Draft Genome Sequence of <i>Frankia</i> Strain G2, a Nitrogen-Fixing Actinobacterium Isolated from
<i>Casuarina equisetifolia</i> and Able To Nodulate Actinorhizal Plants of the Order
<i>Rhamnales</i>. Genome Announcements, 2016, 4, .

0.8 13

292 Micromonospora yasonensis sp. nov., isolated from a Black Sea sediment. Antonie Van Leeuwenhoek,
2016, 109, 1019-1028. 0.7 13

293 Streptosporangium algeriense sp. nov., an actinobacterium isolated from desert soil. International
Journal of Systematic and Evolutionary Microbiology, 2016, 66, 1034-1038. 0.8 13

294 Saccharothrix isguenensis sp. nov., an actinobacterium isolated from desert soil. International
Journal of Systematic and Evolutionary Microbiology, 2016, 66, 4785-4790. 0.8 13

295 Nakamurella silvestris sp. nov., an actinobacterium isolated from alpine forest soil. International
Journal of Systematic and Evolutionary Microbiology, 2016, 66, 5460-5464. 0.8 13

296 Mycobacterium eburneum sp. nov., a non-chromogenic, fast-growing strain isolated from sputum.
International Journal of Systematic and Evolutionary Microbiology, 2017, 67, 3174-3181. 0.8 13

297 Complete genome sequence of Beutenbergia cavernae type strain (HKI 0122T). Standards in Genomic
Sciences, 2009, 1, 21-28. 1.5 12

298 Complete genome sequence of Thermosediminibacter oceani type strain (JW/IW-1228PT). Standards in
Genomic Sciences, 2010, 3, 108-116. 1.5 12

299 Complete genome sequence of Hydrogenobacter thermophilus type strain (TK-6T). Standards in
Genomic Sciences, 2011, 4, 131-143. 1.5 12

300 Complete genome sequence of Hirschia baltica type strain (IFAM 1418T). Standards in Genomic Sciences,
2011, 5, 287-297. 1.5 12

301 Genome sequence of the moderately thermophilic halophile Flexistipes sinusarabici strain (MAS10T).
Standards in Genomic Sciences, 2011, 5, 86-96. 1.5 12

302 Complete genome sequence of the bile-resistant pigment-producing anaerobe Alistipes finegoldii type
strain (AHN2437T). Standards in Genomic Sciences, 2013, 8, 26-36. 1.5 12

303
Genome sequence of Phaeobacter daeponensis type strain (DSM 23529T), a facultatively anaerobic
bacterium isolated from marine sediment, and emendation of Phaeobacter daeponensis. Standards in
Genomic Sciences, 2013, 9, 142-159.

1.5 12

304
Genome sequence of the pink to light reddish-pigmented Rubellimicrobium mesophilum type strain
(DSM 19309T), a representative of the Roseobacter group isolated from soil, and emended description
of the species. Standards in Genomic Sciences, 2014, 9, 902-913.

1.5 12

305
<i>Caldisalinibacter kiritimatiensis</i>gen. nov., sp. nov., a Moderately Thermohalophilic
Thiosulfate-Reducing Bacterium from a Hypersaline Microbial Mat. Geomicrobiology Journal, 2015, 32,
347-354.

1.0 12

306 Kroppenstedtia pulmonis sp. nov. and Kroppenstedtia sanguinis sp. nov., isolated from human patients.
Antonie Van Leeuwenhoek, 2016, 109, 603-610. 0.7 12
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