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Transcriptome profiling of porcine testis tissue reveals genes related to sperm hyperactive motility. 19 5
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BMC Genomics, 2019, 20, 694. :
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Two missense mutations in <i>melanocortin 1 receptor</i> (<i><scp>MC</[scp>1R<[i>) are strongly

associated with dark ventral coat color in reindeer (<i>Rangifer tarandus</i>). Animal Genetics, 2014,
45, 750-753.

The evolution and functional divergence of the beta-carotene oxygenase gene family in teleost
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A missense mutation in growth differentiation factor 9 (GDF9) is strongly associated with litter size

in sheep. BMC Genetics, 2013, 14, 1.

The effect of excess cobalt on milk fatty acid profiles and transcriptional regulation of SCD, FASN,
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A Genome Scan for Quantitative Trait Loci Affecting Milk Production in Norwegian Dairy Cattle. 3.4 4
Journal of Dairy Science, 2002, 85, 3124-3130. .
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