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Marker-assisted selection: an approach for precision plant breeding in the twenty-first century.
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Physiological and morphological characterization of a high-yielding rice introgression line, YTH183,

with genetic background of Indica Group cultivar, IR 64. Field Crops Research, 2017, 213, 89-99.

Global survey of rice breeders to investigate characteristics and willingness to adopt alternative
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Use of NDVI for indirect selection of high yield in tropical rice breeding. Euphytica, 2020, 216, 1.

Identification and characterization of higha€yielding, shortad€duration rice genotypes for tropical Asia.
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