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Approaches to Protein-Ligand Structure Determination by NMR Spectroscopy: Applications in Drug
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36 Functional and structural analysis of transmembrane segment IV of Na+/H+ exchanger of
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51 Metabolomic Biomarkers in a Model of Asthma Exacerbation. American Journal of Respiratory and
Critical Care Medicine, 2009, 179, 25-34. 2.5 69
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transmembrane peptidesThis paper is one of a selection of papers published in this Special Issue,
entitled CSBMCB â€” Membrane Proteins in Health and Disease.. Biochemistry and Cell Biology, 2006, 84,
918-929.

0.9 16

85
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97 NMR structure of CXCR3 binding chemokine CXCL11 (ITAC). Protein Science, 2004, 13, 2022-2028. 3.1 35

98 Smartnotebook: a semi-automated approach to protein sequential NMR resonance assignments.
Journal of Biomolecular NMR, 2003, 27, 313-321. 1.6 56

99 The role of side chain conformational flexibility in surface recognition byTenebrio molitorantifreeze
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Antagonist Peptides. Journal of Molecular Biology, 2003, 327, 329-334. 2.0 16

107 Spruce Budworm Antifreeze Protein: Changes in Structure and Dynamics at Low Temperature. Journal
of Molecular Biology, 2003, 327, 1155-1168. 2.0 32
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118 Structure of the Regulatory N-domain of Human Cardiac Troponin C in Complex with Human Cardiac
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133 Folding and Structural Characterization of Highly Disulfide-Bonded Beetle Antifreeze Protein
Produced in Bacteria. Protein Expression and Purification, 2000, 19, 148-157. 0.6 49
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135 Role of the Structural Domain of Troponin C in Muscle Regulation:Â  NMR Studies of Ca2+Binding and
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4743-4749. 1.2 43

146
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150 Interhelical contacts are required for the helix bundle fold of apolipophorin III and its ability to
interact with lipoproteins. Protein Science, 1998, 7, 336-341. 3.1 10

151 The NMR angle on troponin C. Biochemistry and Cell Biology, 1998, 76, 302-312. 0.9 40
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