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Blue silver: A very sensitive colloidal Coomassie G-250 staining for proteome analysis.
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Combinatorial peptide ligand libraries for urine proteome analysis: Investigation of different elution 0.4 95
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Proteomic Analysis of Erythrocyte Membranes by Soft Immobiline Gels Combined with Differential
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The oxido-redox potential of albumin. Journal of Proteomics, 2009, 73, 188-195.

The human urinary exosome as a potential metabolic effector cargo. Expert Review of Proteomics, 3.0 a1
2015, 12, 425-432. :
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Biological surface properties in extracellular vesicles and their effect on cargo proteins. Scientific
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New iodod€acetamido cyanines for labeling cysteine thiol residues. A strategy for evaluating plasma

proteins and their oxidod€redox status. Proteomics, 2009, 9, 460-469. 2.2 27

a€0eCheek-to-cheeka€-urinary proteome profiling via combinatorial peptide ligand libraries: A novel,
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Blue Dye Binding. Analytical Chemistry, 2015, 87, 4814-4820. :
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Proteomics of Plasma and Urine in Primary Nephrotic Syndrome in Children., 2008, 160, 17-28. 12
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Proteome profile of peritoneal effluents in children on glucose- or icodextrin-based peritoneal
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Urine proteome analysis in Dent's disease shows high selective changes potentially involved in
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Proteind€“protein interaction heterogeneity of plasma apolipoprotein Al in nephrotic syndrome.
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Analysis of the oxido-redox status of plasma proteins. Technology advances for clinical applications.
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