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Measurement of mRNA abundance using RNA-seq data: RPKM measure is inconsistent among samples.
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domestica: Evidence for Homology with Eutherian Stromal Fibroblasts1. Biology of Reproduction,
2014, 90, 111.

A well supported multi gene phylogeny of 52 dictyostelia. Molecular Phylogenetics and Evolution, 07 97
2019, 134, 66-73. ’

Cell-type specific RNA-Seq reveals novel roles and regulatory programs for terminally differentiated
Dictyostelium cells. BMC Genomics, 2018, 19, 764.

Inferring cell tyﬁ)e innovations by phylogenetic methods&€”concepts, methods, and limitations. Journal 13 14

of Experimental Zoology Part B: Molecular and Developmental Evolution, 2015, 324, 653-661.

Evolution of Multicellular Complexity in The Dictyostelid Social Amoebas. Genes, 2021, 12, 487.
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