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Journal of Parkinson's Disease, 2022, 12, 1423-1447. :

Neuronal <i>VPS35<[i> deletion induces spinal cord motor neuron degeneration and early post-natal
lethality. Brain Communications, 2021, 3, fcab208.

Multiple genetic pathways regulating lifespan extension are neuroprotective in a G2019S LRRK2

nematode model of Parkinson's disease. Neurobiology of Disease, 2021, 151, 105267. 4.4 7

Mechanisms of VPS35-mediated neurodegeneration in Parkinson's disease. International Review of
Movement Disorders, 2021, 2, 221-244.

LRRK2 and the Endolysosomal System in Parkinsond€™s Disease. Journal of Parkinson's Disease, 2020, 10, 5
1271-1291. 8 52
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Parkin mediates the ubiquitination of VPS35 and modulates retromer-dependent endosomal sorting.
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