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Bi-allelic MCM10 variants associated with immune dysfunction and cardiomyopathy cause telomere
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Functional cross talk between the Fanconi anemia and ATRX/DAXX histone chaperone pathways
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Absence of XRCC4 and its paralogs in human cells reveal differences in outcomes for DNA repair and 0.8 10
V(D)) recombination. DNA Repair, 2020, 85, 102738. :

Functional validation of TERT and TERC variants of uncertain significance in patients with short
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DNA-PKcs promotes chromatin decondensation to facilitate initiation of the DNA damage response.
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Conversion Tract Analysis of Homology-Directed Genome Editing Using Oligonucleotide Donors. 0.9 1
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Chromothripsis during telomere crisis is independent of NHEJ, and consistent with a replicative
origin. Genome Research, 2019, 29, 737-749.

Both the classical and alternative non-homologous end joining pathways contribute to the fusion of
drastically shortened telomeres induced by TRF2 overexpression. Cell Cycle, 2019, 18, 880-888.

DNA Ligase 1 is an essential mediator of sister chromatid telomere fusions in G2 cell cycle phase.
Nucleic Acids Research, 2019, 47, 2402-2424.
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High-throughput identification of noncoding functional SNPs via type IIS enzyme restriction. Nature
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TDP1 suppresses mis-joining of radiomimetic DNA double-strand breaks and cooperates with Artemis to
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PARP1 is required for preserving telomeric integrity but is dispensable for A-NHEJ. Oncotarget, 2018, 9, 18 14
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PARP inhibition prevents escape from a telomere-driven crisis and inhibits cell immortalisation.
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Human somatic cells deficient for RAD52 are impaired for viral integration and compromised for most

aspects of homology-directed repair. DNA Repair, 2017, 55, 64-75. 2.8 24

Mechanisms of precise genome editing using oligonucleotide donors. Genome Research, 2017, 27,
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Sister chromatid telomere fusions, but not NHEJ-mediated inter-chromosomal telomere fusions,
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Radiosensitization by PARP Inhibition in DNA Repair Proficient and Deficient Tumor Cells: Proliferative
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Restoration of ATM Expression in DNA-PKcs&€"“Deficient Cells Inhibits Signal End Joining. Journal of
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FANCI Regulates Recruitment of the FA Core Complex at Sites of DNA Damage Independently of FANCD2.
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A versatile reporter system for CRISPR-mediated chromosomal rearrangements. Genome Biology, 2015,
16, 111.
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Cockayne syndrome group B protein regulates <scp>DNA</scp> doubled€strand break repair and
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Stimulation. Molecular and Cellular Biology, 2015, 35, 3017-3028. ’

ATRX represses alternative lengthening of telomeres. Oncotarget, 2015, 6, 16543-16558.

Histone Deacetylase Inhibitors Selectively Target Homology Dependent DNA Repair Defective Cells and
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The Mechanism of Gene Targeting in Human Somatic Cells. PLoS Genetics, 2014, 10, e1004251.

Preventing over-resection by DNA2 helicase/nuclease suppresses repair defects in Fanconi anemia cells.
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A role for XLF in DNA repair and recombination in human somatic cells. DNA Repair, 2014, 15, 39-53.
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Genomic Stability in Human Somatic Cells. Molecular and Cellular Biology, 2008, 28, 6182-6195.

Gene Targeting in Human Somatic Cells. , 2008, , 509-525. 8

Regulation of Telomere Length and Suppression of Genomic Instability in Human Somatic Cells by Ku86.

Molecular and Cellular Biology, 2004, 24, 5050-5059.

Ku86 is essential in human somatic cells. Proceedings of the National Academy of Sciences of the

United States of America, 2002, 99, 832-837. 71 172



ErRIC A HENDRICKSON

# ARTICLE IF CITATIONS

Restoration of X-ray and etoposide resistance, Ku-end binding activity and V(D)) recombination to the
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