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Antifungal Activity and Molecular Mechanisms of Partial Purified Antifungal Proteins from
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Adaptation to Industrial Stressors Through Genomic and Transcriptional Plasticity in a Bioethanol
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12-glucana€“dependent shuttling of conidia from neutrophils to macrophages occurs during fungal

infection establishment. PLoS Biology, 2019, 17, e3000113. 5.6 20

A unique aspartyl protease gene expansion in <i>Talaromyces marneffei</i> plays a role in growth
inside host phagocytes. Virulence, 2019, 10, 277-291.

A genome-wide analysis of carbon catabolite repression in Schizosaccharomyces pombe. BMC 0.8 20
Genomics, 2019, 20, 251. :

Calcineurin A Is Essential in the Regulation of Asexual Development, Stress Responses and
Pathogenesis in Talaromyces marneffei. Frontiers in Microbiology, 2019, 10, 3094.

Talaromyces marneffei simA Encodes a Fungal Cytochrome P450 Essential for Survival in 9.9 5
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Macrophages protect Talaromyces marneffei conidia from myeloperoxidase-dependent neutrophil
fungicidal activity during infection establishment in vivo. PLoS Pathogens, 2018, 14, e1007063.

Extensive Metabolic Remodeling Differentiates Non-pathogenic and Pathogenic Growth Forms of the
Dimorphic Pathogen Talaromyces marneffei. Frontiers in Cellular and Infection Microbiology, 2017, 7, 3.9 18
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<i>Talaromyces marneffei</i>laccase modifies THP-1 macrophage responses. Virulence, 2016, 7, 702-717.

Organism-wide studies into pathogenicity and morphogenesis in <i>Talaromyces marneffei</i>. Future 2.0 5
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Differentially regulated higha€affinity iron assimilation systems support growth of the various cell
types in the dimorphic pathogen <i>Talaromyces marneffei</i>. Molecular Microbiology, 2016, 102,
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A Plastic Vegetative Growth Threshold Governs Reproductive Capacity in<i>Aspergillus nidulans</i>. 2.9 5
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Two-Component Signaling Regulates Osmotic Stress Adaptation via SskA and the High-Osmolarity

Glycerol MAPK Pathway in the Human Pathogen <i>Talaromyces marneffei</i>. MSphere, 2016, 1, .

<scp>K<[scp>dm<scp>Ac<[scp», a histone <scp>H</scp>3 demethylase with bipartite function,
differentially regulates primary and secondary metabolism in <scp><i>A<[i><[scp><i>spergillus 2.5 43
nidulans</i>. Molecular Microbiology, 2015, 96, 839-860.
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Genome Sequence of the AIDS-Associated Pathogen Penicillium marneffei (ATCC18224) and Its Near
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Intracellular Growth Is Dependent on Tyrosine Catabolism in the Dimorphic Fungal Pathogen

Penicillium marneffei. PLoS Pathogens, 2015, 11, e1004790. 4.7 44

Fungal dimorphism: the switch from hyphae to yeast is a specialized morphogenetic adaptation
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Morphogenesis and pathogenesis: control of cell identity in a dimorphic pathogen. Microbiology 0.4 o
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Thermally Dimorphic Human Fungal Pathogensa€” Polyphyletic Pathogens with a Convergent
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The pbrB Gene Encodes a Laccase Required for DHN-Melanin Synthesis in Conidia of Talaromyces
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Morphogenetic Circuitry Regulating Growth and Development in the Dimorphic Pathogen Penicillium
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<scp>HgrA<[scp> is necessary and sufficient to drive hyphal growth in the dimorphic pathogen
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Reproductive competence: a recurrent logic module in eukaryotic development. Proceedings of the
Royal Society B: Biological Sciences, 2013, 280, 20130819.

Cell-Typea€“Specific Transcriptional Profiles of the Dimorphic Pathogen Penicillium marneffei Reflect
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Clonality Despite Sex: The Evolution of Host-Associated Sexual Neighborhoods in the Pathogenic
Fungus Penicillium marneffei. PLoS Pathogens, 2012, 8, e1002851.
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AreA controls nitrogen source utilisation during both growth programs of the dimorphic fungus
Penicillium marneffei. Fungal Biology, 2012, 116, 145-154.

Ste20-related kinases: effectors of signaling and morphogenesis in fungi. Trends in Microbiology, 2011,
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The twod€eomponent histidine Rinases DrkRA and SInA are required for <i>in vivo</i> growth in the
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In Vivo Yeast Cell Morphogenesis Is Regulated by a p21-Activated Kinase in the Human Pathogen
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G-Protein Signaling Mediates Asexual Development at 25A°C but Has No Effect on Yeast-Like Growth at
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Mlcroblology, 2002, 44, 621-631.
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