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Heterologous expression of nifA or nodD genes improves chickpea-Mesorhizobium symbiotic
performance. Plant and Soil, 2019, 436, 607-621.

Rhizobium Presence and Functions in Microbiomes of Non-leguminous Plants. Soil Biology, 2021, ,
40 241.266. o8 7

Plant probiotic bacteria: solutions to feed the world. AIMS Microbiology, 2017, 3, 747-748.

42 Knock, knock-let the bacteria in: enzymatic potential of plant associated bacteria. , 2020, , 169-178. 6

Agrobacterium cavarae sp. nov., isolated from maize (Zea mays L.) roots. International Journal of
Systematic and Evolutionary Microbiology, 2020, 70, 5512-5519.

44 Rhizobium as Potential Biofertilizer of Eruca Sativa. , 2016, , 213-220. 5

Analysis of the PGPB Potential of Bacterial Endophytes Associated with Maize. , 2016, , 23-35.

Analysis of Cultivable Endophytic Bacteria in Roots of Maize in a Soil from LeA3n Province in Mainland

46 Spain., 2016, , 45-53. 5

Mesorhizobium bacterial strains isolated from the legume Lotus corniculatus are an alternative
source for the production of polyhydroxyalkanoates (PHAs) to obtain bioplastics. Environmental
Science and Pollution Research, 2017, 24, 17436-17445.

Biofertilizers Based on Bacterial Endophytes Isolated from Cereals: Potential Solution to Enhance

48 These Crops., 2018, , 175-203. °

Bacteria-Inducing Legume Nodules Involved in the Improvement of Plant Growth, Health and
Nutrition. , 2019, , 79-104.

50 Laser Microdissection of Specific Stem-Base Tissue Types from Olive Microcuttings for Isolation of 28 4
High-Quality RNA. Biology, 2021, 10, 2009. )

Rhizobial Biofertilizers for Ornamental Plants. , 2016, , 13-21.

52 Actinobacteria and Their Role as Plant Probiotics. Soil Biology, 2019, , 333-351. 0.8 3

Rhizobium Symbiotic Enzyme Cellulase CelC2: Properties and Applications. , 2016, , 81-89.

Role of QseG membrane protein in beneficial enterobacterial interactions with plants and

54 <i>Mesorhizobia<[i>. Journal of Plant Interactions, 2021, 16, 510-521.

2.1 2



ESTHER MENENDEZ

# ARTICLE IF CITATIONS

Identification of Human Pathogenic Bacteria in Plant Roots by Using MALDI-TOF MS Methodology. ,

2016, , 3-12.

Unlocking rhizospheric bacteria secondary metabolism: genome analysis for the discovery of novel

56 antimicrobial compounds., 0, , . 0

Biological Activity of Plant Essential Oils against Fusarium circinatum. , 2021, 13, .




