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135 Starch and Î±-glucan acting enzymes, modulating their properties by directed evolution. Journal of
Biotechnology, 2009, 140, 184-193. 1.9 56

136 Structural Characterization of Bioengineered Î±-d-Glucans Produced by Mutant Glucansucrase GTF180
Enzymes of Lactobacillus reuteri Strain 180. Biomacromolecules, 2009, 10, 580-588. 2.6 50

137 Martini Coarse-Grained Force Field: Extension to Carbohydrates. Journal of Chemical Theory and
Computation, 2009, 5, 3195-3210. 2.3 363

138 Actinomycetologists: a vibrant and strong scientific community. Papers from the 14th International
Symposium on the Biology of Actinomycetes. Antonie Van Leeuwenhoek, 2008, 94, 1-2. 0.7 1

139 Actinomycete integrative and conjugative elements. Antonie Van Leeuwenhoek, 2008, 94, 127-143. 0.7 53

140 Aspergillus niger genome-wide analysis reveals a large number of novel alpha-glucan acting enzymes
with unexpected expression profiles. Molecular Genetics and Genomics, 2008, 279, 545-561. 1.0 100

141
Synthesis of Branched Polyglucans by the Tandem Action of Potato Phosphorylase and
<i>Deinococcus geothermalis</i> Glycogen Branching Enzyme. Macromolecular Rapid
Communications, 2008, 29, 1293-1297.

2.0 59

142 Structural analysis of the Î±-d-glucan (EPS180) produced by the Lactobacillus reuteri strain 180
glucansucrase GTF180 enzyme. Carbohydrate Research, 2008, 343, 1237-1250. 1.1 86

143 Structural analysis of the Î±-d-glucan (EPS35-5) produced by the Lactobacillus reuteri strain 35-5
glucansucrase GTFA enzyme. Carbohydrate Research, 2008, 343, 1251-1265. 1.1 61

144 Hybrid reuteransucrase enzymes reveal regions important for glucosidic linkage specificity and the
transglucosylation/hydrolysis ratio. FEBS Journal, 2008, 275, 6002-6010. 2.2 15



10

Lubbert Dijkhuizen

# Article IF Citations

145 Positioning functional foods in an ecological approach to the prevention of overweight and obesity.
Obesity Reviews, 2008, 9, 464-473. 3.1 7

146 Actinomycete integrative and conjugative pMEA-like elements of Amycolatopsis and
Saccharopolyspora decoded. Plasmid, 2008, 59, 202-216. 0.4 13

147 Exo-inulinase of<i>Aspergillus niger</i>N402: A hydrolytic enzyme with significant
transfructosylating activity. Biocatalysis and Biotransformation, 2008, 26, 49-58. 1.1 24

148 Biochemical and crystallographic characterization of a glucansucrase fromLactobacillus reuteri180.
Biocatalysis and Biotransformation, 2008, 26, 12-17. 1.1 31

149
Structural Analysis of Bioengineered Î±-d-Glucan Produced by a Triple Mutant of the Glucansucrase
GTF180 Enzyme from Lactobacillus reuteri Strain 180: Generation of (Î±1â†’4) Linkages in a Native
(1â†’3)(1â†’6)-Î±-d-Glucan. Biomacromolecules, 2008, 9, 2251-2258.

2.6 31

150 Engineering the Glucansucrase GTFR Enzyme Reaction and Glycosidic Bond Specificity: Toward
Tailor-Made Polymer and Oligosaccharide Productsâ€ . Biochemistry, 2008, 47, 6678-6684. 1.2 58

151 The Probiotic <i>Lactobacillus johnsonii</i> NCC 533 Produces High-Molecular-Mass Inulin from
Sucrose by Using an Inulosucrase Enzyme. Applied and Environmental Microbiology, 2008, 74, 3426-3433. 1.4 77

152 The Actinobacterial mce4 Locus Encodes a Steroid Transporter. Journal of Biological Chemistry, 2008,
283, 35368-35374. 1.6 173

153 Antibiotic Overproduction in Streptomyces coelicolor A3(2) Mediated by Phosphofructokinase
Deletion*. Journal of Biological Chemistry, 2008, 283, 25186-25199. 1.6 131

154 Elimination of competing hydrolysis and coupling side reactions of a cyclodextrin
glucanotransferase by directed evolution. Biochemical Journal, 2008, 413, 517-525. 1.7 47

155
Characterization of a Second Rhodococcus erythropolis SQ1 3-Ketosteroid 9Î±-Hydroxylase Activity
Comprising a Terminal Oxygenase Homologue, KshA2, Active with Oxygenase-Reductase Component
KshB. Applied and Environmental Microbiology, 2008, 74, 7197-7203.

1.4 50

156 A novel method to generate unmarked gene deletions in the intracellular pathogen Rhodococcus equi
using 5-fluorocytosine conditional lethality. Nucleic Acids Research, 2008, 36, e151-e151. 6.5 57

157
3-Keto-5Î±-steroid Î”1-dehydrogenase from <i>Rhodococcus erythropolis</i> SQ1 and its orthologue in
<i>Mycobacterium tuberculosis</i> H37Rv are highly specific enzymes that function in cholesterol
catabolism. Biochemical Journal, 2008, 410, 339-346.

1.7 94

158
Evolution toward Small Molecule Inhibitor Resistance Affects Native Enzyme Function and Stability,
Generating Acarbose-insensitive Cyclodextrin Glucanotransferase Variants. Journal of Biological
Chemistry, 2008, 283, 10727-10734.

1.6 10

159 Fructansucrase enzymes and sucrose analogues: A new approach for the synthesis of unique
fructo-oligosaccharides. Biocatalysis and Biotransformation, 2008, 26, 32-41. 1.1 18

160 Molecular and Biochemical Characterization of a Novel Intracellular Invertase from Aspergillus
niger with Transfructosylating Activity. Eukaryotic Cell, 2007, 6, 674-681. 3.4 52

161 Phylogenetic and biochemical characterization of a novel cluster of intracellular fungal Î±-amylase
enzymes. Microbiology (United Kingdom), 2007, 153, 4003-4015. 0.7 48

162
A gene cluster encoding cholesterol catabolism in a soil actinomycete provides insight into
Mycobacterium tuberculosis survival in macrophages. Proceedings of the National Academy of
Sciences of the United States of America, 2007, 104, 1947-1952.

3.3 480
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163 Two Novel, Putatively Cell Wall-Associated and Glycosylphosphatidylinositol-Anchored
Î±-Glucanotransferase Enzymes of Aspergillus niger. Eukaryotic Cell, 2007, 6, 1178-1188. 3.4 33

164 Three-way Stabilization of the Covalent Intermediate in Amylomaltase, an Î±-Amylase-like
Transglycosylase. Journal of Biological Chemistry, 2007, 282, 17242-17249. 1.6 63

165 Conversion of a Cyclodextrin Glucanotransferase into an Î±-Amylase:â€‰ Assessment of Directed Evolution
Strategies. Biochemistry, 2007, 46, 11216-11222. 1.2 51

166 Identification of Acceptor Substrate Binding Subsites +2 and +3 in the Amylomaltase from Thermus
thermophilus HB8. Biochemistry, 2007, 46, 5261-5269. 1.2 46

167 Highly Efficient Chemoenzymatic Synthesis of Novel Branched Thiooligosaccharides by Substrate
Direction with Glucansucrases. ChemBioChem, 2007, 8, 273-276. 1.3 28

168
Purification, crystallization and preliminary X-ray analysis of a thermostable glycoside hydrolase
family 43 Î²-xylosidase fromGeobacillus thermoleovoransIT-08. Acta Crystallographica Section F:
Structural Biology Communications, 2007, 63, 932-935.

0.7 5

169 Genome sequencing and analysis of the versatile cell factory Aspergillus niger CBS 513.88. Nature
Biotechnology, 2007, 25, 221-231. 9.4 1,047

170 Prevalence and distribution of nucleotide sequences typical for pMEA-like accessory genetic elements
in the genus Amycolatopsis. FEMS Microbiology Ecology, 2007, 61, 285-294. 1.3 9

171 Export, purification, and activities of affinity tagged Lactobacillus reuteri levansucrase produced by
Bacillus megaterium. Applied Microbiology and Biotechnology, 2007, 74, 1062-1073. 1.7 33

172
A Bacillus megaterium Plasmid System for the Production, Export, and One-Step Purification of
Affinity-Tagged Heterologous Levansucrase from Growth Medium. Applied and Environmental
Microbiology, 2006, 72, 1677-1679.

1.4 50

173 Structure-Function Relationships of Glucansucrase and Fructansucrase Enzymes from Lactic Acid
Bacteria. Microbiology and Molecular Biology Reviews, 2006, 70, 157-176. 2.9 366

174 Regulation of Streptomyces development: reach for the sky!. Trends in Microbiology, 2006, 14, 313-319. 3.5 133

175 Role of asparagine 1134 in glucosidic bond and transglycosylation specificity of reuteransucrase from
Lactobacillus reuteri 121. FEBS Journal, 2006, 273, 3735-3742. 2.2 29

176 Single amino acid residue changes in subsite âˆ’â€Š1 of inulosucrase from Lactobacillus reuteri 121
strongly influence the size of products synthesized. FEBS Journal, 2006, 273, 4104-4113. 2.2 42

177 Genome-wide transcription survey on flavour production in Saccharomyces cerevisiae. World
Journal of Microbiology and Biotechnology, 2006, 22, 1347-1356. 1.7 14

178 Rapid identification of target genes for 3-methyl-1-butanol production in Saccharomyces cerevisiae.
Applied Microbiology and Biotechnology, 2006, 70, 237-246. 1.7 35

179 RepAM of the Amycolatopsis methanolica integrative element pMEA300 belongs to a novel class of
replication initiator proteins. Microbiology (United Kingdom), 2006, 152, 2943-2950. 0.7 7

180 The levansucrase and inulosucrase enzymes of Lactobacillus reuteri 121 catalyse processive and
non-processive transglycosylation reactions. Microbiology (United Kingdom), 2006, 152, 1187-1196. 0.7 123
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181 Database mining and transcriptional analysis of genes encoding inulin-modifying enzymes of
Aspergillus niger. Microbiology (United Kingdom), 2006, 152, 3061-3073. 0.7 63

182 Amyloids â€” a functional coat for microorganisms. Nature Reviews Microbiology, 2005, 3, 333-341. 13.6 264

183 Amylomaltase of Pyrobaculum aerophilum IM2 Produces Thermoreversible Starch Gels. Applied and
Environmental Microbiology, 2005, 71, 5098-5106. 1.4 84

184 Highly Hydrolytic Reuteransucrase from Probiotic Lactobacillus reuteri Strain ATCC 55730. Applied
and Environmental Microbiology, 2005, 71, 3942-3950. 1.4 82

185 Rational Transformation of Lactobacillus reuteri 121 Reuteransucrase into a Dextransucrase.
Biochemistry, 2005, 44, 9206-9216. 1.2 75

186 Mutational analysis of the role of calcium ions in theLactobacillus reuteristrain 121
fructosyltransferase (levansucrase and inulosucrase) enzymes. FEBS Letters, 2005, 579, 1124-1128. 1.3 39

187 Gas vesicles in actinomycetes: old buoys in novel habitats?. Trends in Microbiology, 2005, 13, 350-354. 3.5 60

188 Biochemical and molecular characterization of a levansucrase from Lactobacillus reuteri.
Microbiology (United Kingdom), 2004, 150, 621-630. 0.7 99

189 Biochemical and molecular characterization of Lactobacillus reuteri 121 reuteransucrase.
Microbiology (United Kingdom), 2004, 150, 2099-2112. 0.7 134

190 Organization of the teicoplanin gene cluster in Actinoplanes teichomyceticus. Microbiology (United) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 382 Td (Kingdom), 2004, 150, 95-102.0.7 123

191 The formation of the rodlet layer of streptomycetes is the result of the interplay between rodlins and
chaplins. Molecular Microbiology, 2004, 53, 433-443. 1.2 132

192 Promotion of fibroblast activity by coating with hydrophobins in the Î²-sheet end state. Biomaterials,
2004, 25, 2731-2739. 5.7 68

193
Glucan synthesis in the genus Lactobacillus: isolation and characterization of glucansucrase genes,
enzymes and glucan products from six different strains. Microbiology (United Kingdom), 2004, 150,
3681-3690.

0.7 181

194
Single Amino Acid Mutations Interchange the Reaction Specificities of Cyclodextrin
Glycosyltransferase and the Acarbose-Modifying Enzyme Acarviosyl Transferaseâ€ . Biochemistry, 2004,
43, 13204-13213.

1.2 25

195 Harnessing the catabolic diversity of rhodococci for environmental and biotechnological
applications. Current Opinion in Microbiology, 2004, 7, 255-261. 2.3 228

196 Improved method for the isolation of RNA from (standing liquid cultures of) Streptomycetes. Journal
of Microbiological Methods, 2004, 58, 139-142. 0.7 6

197 Site-directed mutagenesis study of the three catalytic residues of the fructosyltransferases
ofLactobacillus reuteri121. FEBS Letters, 2004, 560, 131-133. 1.3 47

198 Exploring and exploiting starch-modifying amylomaltases from thermophiles. Biochemical Society
Transactions, 2004, 32, 279-282. 1.6 70
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199 High-throughput screening for gene libraries expressing carbohydrate hydrolase activity.
Biotechnology Letters, 2003, 25, 1643-1645. 1.1 5

200 Improved thermostability of bacillus circulans cyclodextrin glycosyltransferase by the introduction
of a salt bridge. Proteins: Structure, Function and Bioinformatics, 2003, 54, 128-134. 1.5 38

201
Growth of the salt-tolerant yeastZygosaccharomyces rouxiiin microtiter plates: effects of NaCl, pH
and temperature on growth and fusel alcohol production from branched-chain amino acids. FEMS
Yeast Research, 2003, 3, 313-318.

1.1 13

202 Engineering cyclodextrin glycosyltransferase into a starch hydrolase with a high exo-specificity.
Journal of Biotechnology, 2003, 103, 203-212. 1.9 16

203 Conversion of Cyclodextrin Glycosyltransferase into a Starch Hydrolase by Directed Evolution:â€‰ The
Role of Alanine 230 in Acceptor Subsite +1,. Biochemistry, 2003, 42, 7518-7526. 1.2 57

204 Kinetic properties of an inulosucrase fromLactobacillus reuteri121. FEBS Letters, 2003, 534, 207-210. 1.3 58

205 The fully conserved Asp residue in conserved sequence region I of the Î±-amylase family is crucial for
the catalytic site architecture and activity. FEBS Letters, 2003, 541, 47-51. 1.3 25

206 Growth of the salt-tolerant yeast in microtiter plates: effects of NaCl, pH and temperature on growth
and fusel alcohol production from branched-chain amino acids. FEMS Yeast Research, 2003, 3, 313-318. 1.1 24

207 A novel class of secreted hydrophobic proteins is involved in aerial hyphae formation in Streptomyces
coelicolor by forming amyloid-like fibrils. Genes and Development, 2003, 17, 1714-1726. 2.7 301

208 Differentiation and Anaerobiosis in Standing Liquid Cultures of Streptomyces coelicolor. Journal of
Bacteriology, 2003, 185, 1455-1458. 1.0 40

209 (De)regulation of key enzyme steps in the shikimate pathway and phenylalanine-specific pathway of the
actinomycete Amycolatopsis methanolica. Microbiology (United Kingdom), 2003, 149, 3321-3330. 0.7 24

210 Analysis of DNA Binding and Transcriptional Activation by the LysR-Type Transcriptional Regulator
CbbR of Xanthobacter flavus. Journal of Bacteriology, 2003, 185, 1245-1252. 1.0 45

211 The Fifth Carbohydrate Bioengineering Meeting was held in Groningen, The Netherlands, April 6â€“9,
2003. Biocatalysis and Biotransformation, 2003, 21, 145-145. 1.1 0

212 Engineering of Hydrolysis Reaction Specificity in the Transglycosylase Cyclodextrin
Glycosyltransferase. Biocatalysis and Biotransformation, 2003, 21, 261-270. 1.1 9

213 Efficient Screening Methods for Glucosyltransferase Genes inLactobacillusStrains. Biocatalysis and
Biotransformation, 2003, 21, 181-187. 1.1 33

214 Properties of the Glucan Branching Enzyme of the Hyperthermophilic Bacterium<i>Aquifex
aeolicus</i>. Biocatalysis and Biotransformation, 2003, 21, 199-207. 1.1 37

215 Properties of the Glucan Branching Enzyme of the Hyperthermophilic Bacterium Aquifex aeolicus.
Biocatalysis and Biotransformation, 2003, 21, 199-207. 1.1 7

216
Molecular Characterization of a Novel Glucosyltransferase from Lactobacillus reuteri Strain 121
Synthesizing a Unique, Highly Branched Glucan with Î±-(1â†’4) and Î±-(1â†’6) Glucosidic Bonds. Applied and
Environmental Microbiology, 2002, 68, 4283-4291.

1.4 110
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217 Identification of a Magnesium-dependent NAD(P)(H)-binding Domain in the Nicotinoprotein Methanol
Dehydrogenase from Bacillus methanolicus. Journal of Biological Chemistry, 2002, 277, 46966-46973. 1.6 35

218
The Remote Substrate Binding Subsite âˆ’6 in Cyclodextrin-glycosyltransferase Controls the
Transferase Activity of the Enzyme via an Induced-fit Mechanism. Journal of Biological Chemistry,
2002, 277, 1113-1119.

1.6 43

219
Molecular and functional characterization of the kstD2 gene of Rhodococcus erythropolis SQ1
encoding a second 3-ketosteroid Î”1-dehydrogenase isoenzyme b bThe GenBank accession number for the
sequence reported in this paper is AY078169. Microbiology (United Kingdom), 2002, 148, 3285-3292.

0.7 92

220
Molecular, Biochemical, and Functional Characterization of a Nudix Hydrolase Protein That
Stimulates the Activity of a Nicotinoprotein Alcohol Dehydrogenase. Journal of Biological Chemistry,
2002, 277, 34785-34792.

1.6 19

221 Properties and applications of starch-converting enzymes of the Î±-amylase family. Journal of
Biotechnology, 2002, 94, 137-155. 1.9 1,075

222
Characterization of a Novel Fructosyltransferase from Lactobacillus reuteri That Synthesizes
High-Molecular-Weight Inulin and Inulin Oligosaccharides. Applied and Environmental Microbiology,
2002, 68, 4390-4398.

1.4 154

223 Mutations converting cyclodextrin glycosyltransferase from a transglycosylase into a starch
hydrolase. FEBS Letters, 2002, 514, 189-192. 1.3 47

224
Two novel homologous proteins of Streptomyces coelicolor and Streptomyces lividans are involved
in the formation of the rodlet layer and mediate attachment to a hydrophobic surface. Molecular
Microbiology, 2002, 44, 1483-1492.

1.2 96

225
Molecular and functional characterization of kshA and kshB, encoding two components of
3-ketosteroid 9alpha-hydroxylase, a class IA monooxygenase, in Rhodococcus erythropolis strain SQ1.
Molecular Microbiology, 2002, 45, 1007-1018.

1.2 115

226 Thermoanaerobacterium thermosulfurigenes cyclodextrin glycosyltransferase. FEBS Journal, 2002,
270, 155-162. 0.2 38

227 Catalytic mechanism and product specificity of cyclodextrin glycosyltransferase, a prototypical
transglycosylase from the Î±-amylase family. Enzyme and Microbial Technology, 2002, 30, 295-304. 1.6 44

228 Coating with genetic engineered hydrophobin promotes growth of fibroblasts on a hydrophobic
solid. Biomaterials, 2002, 23, 4847-4854. 5.7 83

229
Unmarked gene deletion mutagenesis of kstD, encoding 3-ketosteroid Î”1-dehydrogenase, in
Rhodococcus erythropolis SQ1 using sacB as counter-selectable marker. FEMS Microbiology Letters,
2001, 205, 197-202.

0.7 125

230 Purification of a novel fructosyltransferase from Lactobacillus reuteri strain 121 and
characterization of the levan produced. FEMS Microbiology Letters, 2001, 205, 323-328. 0.7 79

231 Synthesis of Malto-Oligosaccharides Via the Acceptor Reaction Catalyzed by Cyclodextrin
Glycosyltransferases. Biocatalysis and Biotransformation, 2001, 19, 21-35. 1.1 30

232
Enzymatic circularization of a malto-octaose linear chain studied by stochastic reaction path
calculations on cyclodextrin glycosyltransferase. Proteins: Structure, Function and Bioinformatics,
2001, 43, 327-335.

1.5 34

233
Unmarked gene deletion mutagenesis of kstD, encoding 3-ketosteroid ÃŽÂ”1-dehydrogenase, in
Rhodococcus erythropolis SQ1 using sacB as counter-selectable marker. FEMS Microbiology Letters,
2001, 205, 197-202.

0.7 122

234 Purification of a novel fructosyltransferase from Lactobacillus reuteri strain 121 and
characterization of the levan produced. FEMS Microbiology Letters, 2001, 205, 323-328. 0.7 71
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235 Different Physiological Roles of ATP- and PP i -Dependent Phosphofructokinase Isoenzymes in the
Methylotrophic Actinomycete Amycolatopsis methanolica. Journal of Bacteriology, 2001, 183, 7231-7240. 1.0 51

236
Hydrophobic Amino Acid Residues in the Acceptor Binding Site Are Main Determinants for Reaction
Mechanism and Specificity of Cyclodextrin-glycosyltransferase. Journal of Biological Chemistry, 2001,
276, 44557-44562.

1.6 93

237 The three transglycosylation reactions catalyzed by cyclodextrin glycosyltransferase from Bacillus
circulans (strain 251) proceed via different kinetic mechanisms. FEBS Journal, 2000, 267, 658-665. 0.2 148

238 The role of arginine 47 in the cyclization and coupling reactions of cyclodextrin glycosyltransferase
from Bacillus circulans strain 251. FEBS Journal, 2000, 267, 3432-3441. 0.2 57

239 Nicotinoprotein methanol dehydrogenase enzymes in Gram-positive methylotrophic bacteria. Journal
of Molecular Catalysis B: Enzymatic, 2000, 8, 103-109. 1.8 21

240 Engineering of cyclodextrin glycosyltransferase reaction and product specificity. BBA - Proteins and
Proteomics, 2000, 1543, 336-360. 2.1 159

241 Effects of the Calvin Cycle on Nicotinamide Adenine Dinucleotide Concentrations and Redox Balances
ofXanthobacter flavus. Journal of Bacteriology, 2000, 182, 4637-4639. 1.0 10

242 Targeted Disruption of the kstD Gene Encoding a 3-Ketosteroid Î” 1 -Dehydrogenase Isoenzyme of
Rhodococcus erythropolis Strain SQ1. Applied and Environmental Microbiology, 2000, 66, 2029-2036. 1.4 122

243 Rational design of cyclodextrin glycosyltransferase from Bacillus circulans strain 251 to increase
Î±-cyclodextrin production 1 1Edited by G. Von Heijne. Journal of Molecular Biology, 2000, 296, 1027-1038. 2.0 89

244
Structures of Maltohexaose and Maltoheptaose Bound at the Donor Sites of Cyclodextrin
Glycosyltransferase Give Insight into the Mechanisms of Transglycosylation Activity and
Cyclodextrin Size Specificityâ€ ,â€¡. Biochemistry, 2000, 39, 7772-7780.

1.2 81

245
The Cyclization Mechanism of Cyclodextrin Glycosyltransferase (CGTase) as Revealed by a
Î³-Cyclodextrin-CGTase Complex at 1.8-Ã… Resolution. Journal of Biological Chemistry, 1999, 274,
34868-34876.

1.6 111

246 X-ray structures along the reaction pathway of cyclodextrin glycosyltransferase elucidate catalysis
in the alpha-amylase family. Nature Structural Biology, 1999, 6, 432-436. 9.7 348

247
Biochemical and Structural Characterization of the Glucan and Fructan Exopolysaccharides
Synthesized by the <i>Lactobacillus reuteri</i> Wild-Type Strain and by Mutant Strains. Applied and
Environmental Microbiology, 1999, 65, 3008-3014.

1.4 143

248 Mutational analysis of exopolysaccharide biosynthesis byLactobacillus sakei0-1. FEMS Microbiology
Letters, 1998, 169, 241-249. 0.7 25

249
Engineering of factors determining alpha-amylase and cyclodextrin glycosyltransferase specificity in
the cyclodextrin glycosyltransferase from Thermoanaerobacterium thermosulfurigenes EM1. FEBS
Journal, 1998, 253, 598-605.

0.2 39

250 Screening and characterization of Lactobacillus strains producing large amounts of
exopolysaccharides. Applied Microbiology and Biotechnology, 1998, 50, 697-703. 1.7 151

251 Mutational analysis of exopolysaccharide biosynthesis byLactobacillus sakei 0-1. FEMS Microbiology
Letters, 1998, 169, 241-249. 0.7 19

252
Engineering of Cyclodextrin Product Specificity and pH Optima of the Thermostable Cyclodextrin
Glycosyltransferase from Thermoanaerobacterium thermosulfurigenes EM1. Journal of Biological
Chemistry, 1998, 273, 5771-5779.

1.6 100
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253 The LysR-Type Transcriptional Regulator CbbR Controlling Autotrophic CO <sub>2</sub> Fixation by
<i>Xanthobacter flavus</i> Is an NADPH Sensor. Journal of Bacteriology, 1998, 180, 1411-1417. 1.0 57

254 Tetrazolium-Dye-Linked Alcohol Dehydrogenase of the Methylotrophic Actinomycete Amycolatopsis
Methanolica is a Three-Component Complex. FEBS Journal, 1997, 247, 280-287. 0.2 18

255 Properties of an NAD(H)-Containing Methanol Dehydrogenase and its Activator Protein from Bacillus
methanolicus. FEBS Journal, 1997, 244, 426-433. 0.2 59

256
Identification of ATP-dependent phosphofructokinase as a regulatory step in the glycolytic pathway of
the actinomycete Streptomyces coelicolor A3(2). Applied and Environmental Microbiology, 1997, 63,
956-961.

1.4 36

257 Aerobic degradation of phytoplankton debris dominated by Phaeocystis sp. in different physiological
stages of growth. Aquatic Microbial Ecology, 1997, 12, 11-19. 0.9 27

258 Structure of Cyclodextrin Glycosyltransferase Complexed with a Maltononaose Inhibitor at 2.6 Ã…
Resolution. Implications for Product Specificityâ€ ,â€¡. Biochemistry, 1996, 35, 4241-4249. 1.2 149

259 Isolation and analysis of mutants of the methylotrophic actinomycete Amycolatopsis methanolica
blocked in aromatic amino acid biosynthesis. FEMS Microbiology Letters, 1996, 136, 275-281. 0.7 0

260
Crystal Structure at 2.3 Ã… Resolution and Revised Nucleotide Sequence of the Thermostable
Cyclodextrin Glycosyltransferase fromThermoanaerobacterium thermosulfurigenesEM1. Journal of
Molecular Biology, 1996, 256, 611-622.

2.0 84

261 Enzymic synthesis of cyclothiomaltins. Chemical Communications, 1996, , 2541. 2.2 10

262 Primary structure and phylogeny of the Calvin cycle enzymes transketolase and fructosebisphosphate
aldolase of Xanthobacter flavus. Journal of Bacteriology, 1996, 178, 888-893. 1.0 31

263 Characterization and phylogeny of the pfp gene of Amycolatopsis methanolica encoding PPi-dependent
phosphofructokinase. Journal of Bacteriology, 1996, 178, 149-155. 1.0 39

264 Production of actinorhodin-related "blue pigments" by Streptomyces coelicolor A3(2). Journal of
Bacteriology, 1996, 178, 2238-2244. 1.0 211

265 Isolation and analysis of mutants of the methylotrophic actinomyceteAmycolatopsis
methanolicablocked in aromatic amino acid biosynthesis. FEMS Microbiology Letters, 1996, 136, 275-281. 0.7 5

266 Mutational analysis of primary alcohol metabolism in the methylotrophic actinomyceteAmycolatopsis
methanolica. FEMS Microbiology Letters, 1996, 144, 73-79. 0.7 8

267
A protein having similarity with methylmalonyl-CoA mutase is required for the assimilation of
methanol and ethanol by Methylobacterium extorquens AM1. Microbiology (United Kingdom), 1996, 142,
675-684.

0.7 27

268 The Raw Starch Binding Domain of Cyclodextrin Glycosyltransferase from Bacillus circulans Strain
251. Journal of Biological Chemistry, 1996, 271, 32777-32784. 1.6 172

269 Intriguing Functionality of the Production and Conversion of DMSP in Phaeocystis SP. , 1996, , 305-315. 18

270 Metabolic Regulation in the Actinomycete Amycolatopsis Methanolica, a Facultative Methylotroph
Employing the Rump Cycle for Formaldehyde Assimilation. , 1996, , 9-15. 1
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271 Mutational analysis of primary alcohol metabolism in the methylotrophic actinomycete
Amycolatopsis methanolica. FEMS Microbiology Letters, 1996, 144, 73-79. 0.7 2

272 Characteristics of DMSP-lyase in Phaeocystis sp. (Prymnesiophyceae). Marine Ecology - Progress Series,
1996, 131, 307-313. 0.9 103

273 Turnover of dimethylsulfoniopropionate and dimethylsulfide in the marine environment:a mesocosm
experiment. Marine Ecology - Progress Series, 1996, 145, 223-232. 0.9 26

274 The marine sulfur-cycle: Importance of Phaeocystis SP. in DMS-production during a nearshore
springbloom. Studies in Environmental Science, 1995, 65, 241-243. 0.0 1

275 Prephenate dehydratase of the actinomycete Amycolatopsis methanolica: purification and
characterization of wild-type and deregulated mutant proteins. Biochemical Journal, 1995, 308, 313-320. 1.7 20

276 Identification of the minimal replicon of plasmid pMEA300 of the methylotrophic actinomycete
Amycolatopsis methanolica. Molecular Microbiology, 1995, 18, 21-31. 1.2 20

277 Transformation of the Methylotrophic ActinomyceteAmycolatopis methanolicawith Plasmid DNA:
Stimulatory Effect of a pMEA300-Encoded Gene. Plasmid, 1995, 34, 96-104. 0.4 26

278 Fructosebisphosphatase isoenzymes of the chemoautotroph Xanthobacter flavus. Journal of
Bacteriology, 1995, 177, 5860-5864. 1.0 11

279 Molecular cloning with a pMEA300-derived shuttle vector and characterization of the Amycolatopsis
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