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Disease-associated astrocytes in Alzheimera€™s disease and aging. Nature Neuroscience, 2020, 23, 701-706.

HyPR-seq: Single-cell quantification of chosen RNAs via hybridization and sequencing of DNA probes.
Proceedings of the National Academy of Sciences of the United States of America, 2020, 117, 33404-33413.

Slide-seq: A scalable technology for measuring genome-wide expression at high spatial resolution.
Science, 2019, 363, 1463-1467.

Multidimensional screening yields channelrhodopsin variants having improved photocurrent and
order-of-magnitude reductions in calcium and proton currents. Journal of Biological Chemistry, 2019, 3.4 25
294, 3806-3821.

[terative expansion microscopy. Nature Methods, 2017, 14, 593-599.

Nanoscale imaging of RNA with expansion microscopy. Nature Methods, 2016, 13, 679-684. 19.0 314

Hybrid Microscopy: Enabling Inexpensive High-Performance Imaging through Combined Physical and
Optical Magnifications. Scientific Reports, 2016, 6, 22691.

Expansion microscopy. Science, 2015, 347, 543-548. 12.6 1,131

A fully genetically encoded protein architecture for optical control of peptide ligand concentration.
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