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coprophila. Chromosome Research, 2013, 21, 345-360. 2.2 6



20

22

24

26

28

30

32

34

36

ARTICLE IF CITATIONS

A remarRable career in scienced€”Joseph G. Gall. Chromosome Research, 2013, 21, 339-343.

Helen Crouse (19144€“2006): Imprinting and Chromosome Behavior. Genetics, 2007, 175, 1-6. 2.9 14

Ecdysone induces transcription and amplification in Sciara coprophila DNA puff [I/9A. Developmental
Biology, 2006, 299, 151-163.
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Xenopus U3 snoRNA GAC-Box A3€2 and Box A Sequences Play Distinct Functional Roles in rRNA Processing. 9.3 48
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U3 snoRNA may recycle through different compartments of the nucleolus. Chromosoma, 1997, 105,

401-406.

Delocalization of some small nucleolar RNPs after actinomycin D treatment to deplete early 99 3
pre-rRNAs. Chromosoma, 1997, 105, 506-514. :



56

58

60

62

64

66

68

70

ARTICLE IF CITATIONS

Small nucleolar RNA. Biochemistry and Cell Biology, 1995, 73, 845-858.
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