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Chronic Lymphocytic Leukemia (CLL) Patients Treated With Ibrutinib Plus Rituximab. Blood, 2013, 122, 1.4 0
1631-1631.

Proteasome Inhibition Leads to Dephosphorylation and Downregulation of Protein Expression of
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Enzastaurin Treatment Affects Multiple Regulatory Pathways at Transcriptome and Cellular Proteome 14 o
Level of Mantle Cell Lymphoma. Blood, 2010, 116, 2893-2893. )



20

22

24

26

28

ELENA HARTMANN

ARTICLE IF CITATIONS

Stroma-Induced TCL1 Expression In Chronic Lymphocytic Leukemia Cells Is Associated with Down
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