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Targeting PAK4 to reprogram the vascular microenvironment and improve CAR-T immunotherapy for

glioblastoma. Nature Cancer, 2021, 2, 83-97. 13.2 56

Synergistic immunotherapy of glioblastoma by dual targeting of IL-6 and CD40. Nature
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Vascular niche IL-6 induces alternative macrophage activation in glioblastoma through HIF-2{. Nature 12.8 176
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Detection of Long Noncoding RNA Expression by Nonradioactive Northern Blots. Methods in
Molecular Biology, 2016, 1402, 177-188.

Characterization of Long Noncoding RNA-Associated Proteins by RNA-Immunoprecipitation. Methods in 0.9 16
Molecular Biology, 2016, 1402, 19-26. :
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Comprehensive Genomic Characterization of Long Non-coding RNAs across Human Cancers. Cancer 16.8 601
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