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Complete Genome Sequence of <i>Flavobacteriales</i> Bacterium Strain UJ101 Isolated from a Xanthid
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Comparative genome analysis of the Flavobacteriales bacterium strain UJ101, isolated from the gut of
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Complete genome sequence of Celeribacter marinus IMCC12053T, the host strain of marine
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Genome of a SAR116 bacteriophage shows the prevalence of this phage type in the oceans. Proceedings
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Genome Sequence of Strain IMCC9480, a Xanthorhodopsin-Bearing Betaproteobacterium Isolated from 9.9 8
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Saccharospirillum aestuarii sp. nov., isolated from tidal flat sediment, and an emended description of
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Complete Genome Sequence of Strain IMCC9063, Belonging to SAR11 Subgroup 3, Isolated from the
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Genome Sequence of Oceanicaulis sp. Strain HTCC2633, Isolated from the Western Sargasso Sea.
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Soonwooa buanensis gen. nov., sp. nov., a member of the family Flavobacteriaceae isolated from
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Complete Genome Sequence of 4€ce <i>Candidatus</i> Puniceispirillum marinum&€IMCC1322, a
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