
Hyun-Myung Oh

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/8132707/publications.pdf

Version: 2024-02-01

24

papers

533

citations

12

h-index

759233

23

g-index

642732

25

all docs

25

docs citations

25

times ranked

774

citing authors



Hyun-Myung Oh

2

# Article IF Citations

1 Genome of a SAR116 bacteriophage shows the prevalence of this phage type in the oceans. Proceedings
of the National Academy of Sciences of the United States of America, 2013, 110, 12343-12348. 7.1 122

2
Complete Genome Sequence of â€œ <i>Candidatus</i> Puniceispirillum marinumâ€• IMCC1322, a
Representative of the SAR116 Clade in the <i>Alphaproteobacteria</i>. Journal of Bacteriology, 2010,
192, 3240-3241.

2.2 106

3 Complete Genome Sequence of Strain IMCC9063, Belonging to SAR11 Subgroup 3, Isolated from the
Arctic Ocean. Journal of Bacteriology, 2011, 193, 3379-3380. 2.2 30

4 Lewinella antarctica sp. nov., a marine bacterium isolated from Antarctic seawater. International
Journal of Systematic and Evolutionary Microbiology, 2009, 59, 65-68. 1.7 28

5 Complete Genome Sequence of <i>Robiginitalea biformata</i> HTCC2501. Journal of Bacteriology, 2009,
191, 7144-7145. 2.2 28

6 Complete Genome Sequence of <i>Celeribacter</i> Bacteriophage P12053L. Journal of Virology, 2012, 86,
8339-8340. 3.4 27

7
Kordia periserrulae sp. nov., isolated from a marine polychaete Periserrula leucophryna,and emended
description of the genus Kordia. International Journal of Systematic and Evolutionary Microbiology,
2011, 61, 864-869.

1.7 25

8 Porticoccus litoralis gen. nov., sp. nov., a gammaproteobacterium isolated from the Yellow Sea.
International Journal of Systematic and Evolutionary Microbiology, 2010, 60, 727-732. 1.7 19

9 Isolation, cultivation, and genome analysis of proteorhodopsin-containing SAR116-clade strain
Candidatus Puniceispirillum marinum IMCC1322. Journal of Microbiology, 2019, 57, 676-687. 2.8 19

10 Soonwooa buanensis gen. nov., sp. nov., a member of the family Flavobacteriaceae isolated from
seawater. International Journal of Systematic and Evolutionary Microbiology, 2010, 60, 2061-2065. 1.7 18

11
Saccharospirillum aestuarii sp. nov., isolated from tidal flat sediment, and an emended description of
the genus Saccharospirillum. International Journal of Systematic and Evolutionary Microbiology,
2011, 61, 487-492.

1.7 17

12 Litoricola marina sp. nov.. International Journal of Systematic and Evolutionary Microbiology, 2010,
60, 1303-1306. 1.7 14

13 Complete Genome Sequence of <i>Croceibacter atlanticus</i> HTCC2559 <sup>T</sup>. Journal of
Bacteriology, 2010, 192, 4796-4797. 2.2 11

14 Genome Sequence of the Oligotrophic Marine Gammaproteobacterium HTCC2143, Isolated from the
Oregon Coast. Journal of Bacteriology, 2010, 192, 4530-4531. 2.2 10

15 Genome Sequence of Oceanicaulis sp. Strain HTCC2633, Isolated from the Western Sargasso Sea.
Journal of Bacteriology, 2011, 193, 317-318. 2.2 10

16 Complete Genome Sequence of Strain HTCC2170, a Novel Member of the Genus <i>Maribacter</i> in the
Family <i>Flavobacteriaceae</i>. Journal of Bacteriology, 2011, 193, 303-304. 2.2 9

17 Genome Sequence of Strain IMCC9480, a Xanthorhodopsin-Bearing Betaproteobacterium Isolated from
the Arctic Ocean. Journal of Bacteriology, 2011, 193, 3421-3421. 2.2 8

18 Comparative genome analysis of the Flavobacteriales bacterium strain UJ101, isolated from the gut of
Atergatis reticulatus. Journal of Microbiology, 2017, 55, 583-591. 2.8 8



3

Hyun-Myung Oh

# Article IF Citations

19
Complete Genome Sequence of Strain HTCC2503 <sup>T</sup> of <i>Parvularcula bermudensis</i> , the
Type Species of the Order â€œ <i>Parvularculales</i> â€• in the Class <i>Alphaproteobacteria</i>. Journal
of Bacteriology, 2011, 193, 305-306.

2.2 7

20 Complete genome sequence of Celeribacter marinus IMCC12053T, the host strain of marine
bacteriophage P12053L. Marine Genomics, 2016, 26, 5-7. 1.1 7

21 Complete Genome Sequence of <i>Flavobacteriales</i> Bacterium Strain UJ101 Isolated from a Xanthid
Crab. Genome Announcements, 2017, 5, . 0.8 4

22 Genome Sequence of Deinococcus marmoris PAMC 26562 Isolated from Antarctic Lichen. Genome
Announcements, 2017, 5, . 0.8 3

23 Purification, crystallization, and preliminary X-ray analysis of a putative N-terminal acetyltransferase
encoded by a Salmonellainfecting bacteriophage. Biodesign, 2021, 9, 19-22. 0.4 1

24 Constantimarinum furrinae gen. nov., sp. nov., a marine bacterium isolated from saline volcanic rock
aquifer (lava seawater) at Jeju Island, Republic of Korea. Journal of Microbiology, 2022, 60, 11-17. 2.8 1


