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Features of Postoperative Immune Suppression Are Reversible With Interferon Gamma and Independent
of Interleukin-6 Pathways. Annals of Surgery, 2016, 264, 370-377.
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Critical illness-induced bone loss is related to deficient autophagy and histone hypomethylation.
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Epigenetic regulatory pathways involving microRNAs may modulate the host immune response
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Post-operative immune suppression is reversible with interferon gamma and independent of IL-6
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Perioperative blood transfusion is associated with a gene transcription profile characteristic of
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Enhanced Immunoreceptor Tyrosine-based Activation Motif Signaling is Related to Pathological Bone
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Hypermethylation of CpG Islands and Shores around Specific MicroRNAs and Mirtrons Is Associated
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