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The 5-oxoprolinase is required for conidiation, sexual reproduction, virulence and deoxynivalenol

production of Fusarium graminearum. Current Genetics, 2018, 64, 285-301. 17 32



38

40

42

44

46

48

50

52

54

STEFAN OLSSON

ARTICLE IF CITATIONS

Degradation of acenaphthene, phenanthrene and pyrene in a packed-bed biofilm reactor. Applied
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Biosynthesis of the antimicrobial cyclic lipopeptides nunamycin and nunapeptin by <i>Pseudomonas
fluorescens«<[i> strain In5 is regulated by the LuxRa€type transcriptional regulator NunF.
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