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Allergy and Clinical Immunology, 2021, 147, 600-612. :

Critical role of synovial tissuea€“resident macrophage niche in joint homeostasis and suppression of
chronic inflammation. Science Advances, 2021, 7, .

Transcriptional profiling of pediatric cholestatic livers identifies three distinct macrophage 05 20
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The lung microenvironment shapes a dysfunctional response of alveolar macrophages in aging.
Journal of Clinical Investigation, 2021, 131, .

Neuroimmune interactions and osteoarthritis pain: focus on macrophages. Pain Reports, 2021, 6, e892. 2.7 26

Microglia Adopt Longitudinal Transcriptional Changes After Traumatic Brain Injury. Journal of
Surgical Research, 2020, 246, 113-122.

A Genome-Based Model to Predict the Virulence of Pseudomonas aeruginosa Isolates. MBio, 2020, 11, . 4.1 12

A Novel Microglia-Specific Transcriptional Signature Correlates With Behavioral Deficits in
Neuropsychiatric Lupus. Frontiers in Immunology, 2020, 11, 230.

A Novel Role for 15-Lipoxygenase Metabolites in Aspirin Exacerbated Respiratory Disease. Journal of 9.9 5
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Autoimmunity, 2019, 96, 59-73.

Single-Cell Transcriptomic Analysis of Human Lung Provides Insights into the Pathobiology of
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Neuropsychiatric Systemic Lupus Erythematosus Is Dependent on Sphingosine-1-Phosphate Signaling.
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Mef2C restrains microglial inflammatory response and is lost in brain ageing inAan IFN--dependent

manner. Nature Communications, 2017, 8, 717.

Bim suppresses the development of SLE by limiting myeloid inflammatory responses. Journal of 85 97
Experimental Medicine, 2017, 214, 3753-3773. :

Disease Specific Signatures Identified by RNAd€seq of Sorted Lung Cellular Populations. FASEB Journal,
2017, 31, 656.4.
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Extracellular Matrix Proteolysis by MT1-MMP Contributes to Influenza-Related Tissue Damage and
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Co-ChlIP enables genome-wide mapping of histone mark co-occurrence at single-molecule resolution.
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Making the case for chromatin profiling: a new tool to investigate the immune-regulatory landscape.
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DNase-seq predicts regions of rotational nucleosome stability across diverse human cell types.
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