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Synthesis and Biological Evaluation. Journal of Medicinal Chemistry, 2015, 58, 1228-1243. )

Split End Family RNA Binding Proteins: Novel Tumor Suppressors Coupling Transcriptional Regulation

with RNA Processing. Cancer Translational Medicine, 2015, 1, 21.

Prmt5 Negatively Regulates Erythropoiesis By Multiple Mechanisms, Including Controlling DNA

Methyltransferase 3A Protein Levels. Blood, 2015, 126, 1181-1181. 1.4 0



20

22

24

26

28

30

32

34

36

XINYANG ZHAO

ARTICLE IF CITATIONS
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