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A genome-scale CRISPR screen reveals factors regulating Wnt-dependent renewal of mouse gastric
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FOXO3 is a latent tumor suppressor for FOXO3-positive and cytoplasmic-type gastric cancer cells. 5.9 18
Oncogene, 2021, 40, 3072-3086. :
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A Novel Convolutional Regression Network for Cell Counting. , 2019, , .
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Interleukin 1 Up-regulates MicroRNA 135b to Promote Inflammation-Associated Gastric Carcinogenesis
in Mice. Gastroenterology, 2019, 156, 1140-1155.e4.
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Eed/Sox2 regulatory loop controls ES cell self-renewal through histone methylation and acetylation.
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Suggestive evidence for chromosomal localization of non-coding RNA from imprinted LIT1. Journal of
Human Genetics, 2007, 52, 926-933.
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