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and a clinical alkylating agent, temozolomide, by promoting the removal of trapped <scp>PARP1</scp> 1.2 12
from broken <scp>DNA<%scp>. Genes To Cells, 2022, 27, 331-344.
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damage. PLoS ONE, 2021, 16, e0252587.

Follow-up %enotoxicity assessment of Ames-positivelequivocal chemicals using the improved
thymidine kinase gene mutation assay in DNA repair-deficient human TK6 cells. Mutagenesis, 2021, 36, 2.6 2
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XRCC1 prevents toxic PARP1 trapping during DNA base excision repair. Molecular Cell, 2021, 81,
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UBC13-Mediated Ubiquitin Signaling Promotes Removal of Blocking Adducts from DNA Double-Strand
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Topoisomerase I-driven repair of UV-induced damage in NER-deficient cells. Proceedings of the 71 16
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Participation of TDP1 in the repair of formaldehyde-induced DNA-protein cross-links in chicken DT40
cells. PLoS ONE, 2020, 15, e0234859.

Topoisomerase activity is linked to altered nucleosome positioning and transcriptional regulation in 05 3
the fission yeast fbp1 gene. PLoS ONE, 2020, 15, e0242348. :

Roles of IncRNA transcription as a novel regulator of chromosomal function. Genes and Genetic

Systems, 2020, 95, 213-223.

IncRNA transcriptional initiation induces chromatin remodeling within a limited range in the fission

yeast fbpl promoter. Scientific Reports, 2019, 9, 299. 3.3 o
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PDIP38/PolDIP2 controls the DNA damage tolerance pathways by increasing the relative usage of

translesion DNA synthesis over template switching. PLoS ONE, 2019, 14, e0213383.

DNA Damage Tolerance Mechanisms Revealed from the Analysis of Imnmunoglobulin V Gene

Diversification in Avian DT40 Cells. Genes, 2018, 9, 614. 2.4 9

Landscape of the complete RNA chemical modifications in the human 80S ribosome. Nucleic Acids
Research, 2018, 46, 9289-9298.

Differential micronucleus frequency in isogenic human cells deficient in DNA repair pathways is a
valuable indicator for evaluating genotoxic agents and their genotoxic mechanisms. Environmental 2.2 10
and Molecular Mutagenesis, 2018, 59, 529-538.

SPARTAN promotes genetic diversification of the immunoglobulin-variable gene locus in avian DT40
cells. DNA Repair, 2018, 68, 50-57.

Histone Chaperone Asf1 Is Required for the Establishment of Repressive Chromatin in
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Warsaw breakage syndrome DDX11 helicase acts jointly with RAD17 in the repair of bulky lesions and
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AND-1 fork protection function prevents fork resection and is essential for proliferation. Nature

Communications, 2018, 9, 3091. 12.8 46

Chromatin remodeler ALC1 prevents replication-fork collapse by slowing fork progression. PLoS ONE,
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PCNA sliding clamp. Nucleic Acids Research, 2017, 45, 4550-4563. ’

ESCO1/2's roles in chromosome structure and interphase chromatin organization. Genes and
Development, 2017, 31, 2136-2150.

Recruitment and delivery of the fission yeast Rst2 transcription factor via a local genome structure

counteracts repression by Tup1-family corepressors. Nucleic Acids Research, 2017, 45, 9361-9371. 14.5 13

Interplay between chromatin modulators and histone acetylation regulates the formation of
accessible chromatin in the upstream regulatory region of fission yeast &lt;i&gt;fbp1&lt;/i&gt;. Genes
and Genetic Systems, 2017, 92, 267-276.

ALC1/CHDIL, a chromatin-remodeling enzyme, is required for efficient base excision repair. PLoS ONE, 05 34
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The dominant role of proofreading exonuclease activity of replicative polymerase Ip in cellular
tolerance to cytarabine (Ara-C). Oncotarget, 2017, 8, 33457-33474.

Chemical Incorporation of Chain-Terminating Nucleoside Analogs as 34€2-Blocking DNA Damage and Their 2.8 3
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Repriming by PrimPol is critical for DNA replication restart downstream of lesions and
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Cytotoxic and genotoxic profiles of benzo[a]pyrene and N-nitrosodimethylamine demonstrated using
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Local potentiation of stress-responsive genes by upstream noncoding transcription. Nucleic Acids
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Relative contribution of four nucleases, CtIP, Dna2, Exol and Mrell, to the initial step of DNA
doublea€strand break repair by homologous recombination in both the chicken DT40 and human TK6 cell 1.2 46
lines. Genes To Cells, 2015, 20, 1059-1076.
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RNase MRP Cleaves Pre-tRNASer-Met in the tRNA Maturation Pathway. PLoS ONE, 2014, 9, e112488. 2.5 8
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Involvement of SLX4 in interstrand cross-link repair is regulated by the Fanconi anemia pathway.
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Human replicative DNA polymerase " can bypass TA€7 (64€4) ultraviolet photoproducts on template strands.
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of Poll in Cellular Response to Various DNA Lesions. PLoS Genetics, 2010, 6, e1001151. )

Transcription of mRNA-type long non-coding RNAs (mlonRNAs) disrupts chromatin array.
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