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Interactions between microenvironment, selection and genetic architecture drive multiscale

adaptation in a simulation experiment. Journal of Evolutionary Biology, 2022, 35, 451-466. L7 8

Physiological and genetic control of transpiration efficiency in African rice, <i>Oryza glaberrima</i>
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Genetic diversity and population structure in <i>Vitis</[i> species illustrate phylogeographic patterns
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A chickpea genetic variation map based on the sequencing of 3,366 genomes. Nature, 2021, 599, 622-627.

Pearl millet genomic vulnerability to climate change in West Africa highlights the need for regional

collaboration. Nature Communications, 2020, 11, 5274. 12.8 45

Fonio millet genome unlocks African orphan crop diversity for agriculture in a changing climate.
Nature Communications, 2020, 11, 4488.
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2020,, 1. .

Genome Wide Association Study Pinpoints Key Agronomic QTLs in African Rice Oryza glaberrima. Rice,
2020, 13, 66.

New insights on spatial genetic structure and diversity of Coffea canephora (Rubiaceae) in Upper
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Yam genomics supports West Africa as a major cradle of crop domestication. Science Advances, 2019, 5,
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Resequencing of 429 chickpea accessions from 45 countries provides insights into genome diversity,
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QTL detection for growth and latex production in a full-sib rubber tree population cultivated under
suboptimal climate conditions. BMC Plant Biology, 2018, 18, 223.
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2018, , 685-707. ’
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The Rise and Fall of African Rice Cultivation Revealed by Analysis of 246 New Genomes. Current

Biology, 2018, 28, 2274-2282.¢6. 3.9 84
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Pearl millet genome sequence provides a resource to improve agronomic traits in arid environments.

Nature Biotechnology, 2017, 35, 969-976.
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The Empirical Distribution of Singletons for Geographic Samples of DNA Sequences. Frontiers in
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Phylogeography and population genetics of black alder (Alnus glutinosa (L.) Gaertn.) in Ireland:
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An initial assessment of linkage disequilibrium (LD) in coffee trees: LD patterns in groups of Coffea
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Global analysis of Coffea canephora Pierre ex Froehner (Rubiaceae) from the Guineo-Congolese region
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Foundation characteristics of edible Musa triploids revealed from allelic distribution of SSR
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Improving the quality of African robustas: QTLs for yield- and quality-related traits in Coffea
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Genetic differentiation of wild and cultivated populations: diversity of<i>Coffea canephora</i>Pierre

in Uganda. Genome, 2009, 52, 634-646.

Diversity in coffee assessed with SSR markers: structure of the genus <i>Coffea</i> and perspectives 2.0 68
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