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flowers, leading to loss of anthocyanin. Journal of Experimental Botany, 2012, 63, 2437-2447. 48 126

Genome-Wide Identification of Genes Regulated by the Rcs Phosphorelay System in <i>Erwinia
amylovora</i>. Molecular Plant-Microbe Interactions, 2012, 25, 6-17.

A high-throughput apple SNP genotyping platform using the GoldenGate3,,¢ assay. Gene, 2012, 494,

196201. 2.2 29

Association mapping in forest trees and fruit crops. Journal of Experimental Botany, 2012, 63,
4045-4060.

Identification, characterization, and utilization of genome-wide simple sequence repeats to identify a

QTL for acidity in apple. BMC Genomics, 2012, 13, 537. 2.8 61

AmyR Is a Novel Negative Regulator of Amylovoran Production in Erwinia amylovora. PLoS ONE, 2012, 7,
e45038.

A Multi-Population Consensus Genetic Map Reveals Inconsistent Marker Order among Maps Likely

Attributed to Structural Variations in the Apple Genome. PLoS ONE, 2012, 7, e47864. 2:5 59

Molecular Mechanisms of Pathogenesis and Resistance to the Bacterial Pathogen Erwinia amylovora,
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Evaluation of Genetic Diversity in Chinese Wild Apple Species Along with Apple Cultivars Using SSR

Markers. Plant Molecular Biology Reporter, 2012, 30, 539-546. 1.8 75

Genetic Diversity and Characterization of a Core Collection of Malus Germplasm Using Simple
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