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ARTICLE

The CAFA challenge reports improved protein function prediction and new functional annotations
for hundreds of genes through experimental screens. Genome Biology, 2019, 20, 244.

Environmental conditions shape the nature of a minimal bacterial genome. Nature Communications,
2019, 10, 3100.

3DLigandSite: structure-based prediction of proteind€“ligand binding sites. Nucleic Acids Research, 2022,

50, W13-W20.

Differentially conserved amino acid positions may reflect differences in SARS-CoV-2 and SARS-CoV
behaviour. Bioinformatics, 2021, 37, 2282-2288.
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