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Evaluating Cefoperazone-Induced Gut Metabolic Functional Changes in MR1-Deficient Mice. 9.9 1
Metabolites, 2022, 12, 380. :

Discovery of Novel Proteomic Biomarkers for the Prediction of Kidney Recovery from
Dialysis-Dependent AKI Patients. Kidney360, 2021, 2, 1716-1727.

Serum metabolite profiles predict outcomes in critically ill patients receiving renal replacement
therapy. Journal of Chromatography B: Analytical Technologies in the Biomedical and Life Sciences, 2.3 8
2021,1187,123024.

Evaluation of the Performance of Lipidyzer Platform and Its Application in the Lipidomics Analysis in
Mouse Heart and Liver. Journal of Proteome Research, 2020, 19, 2742-2749.

Bile Acid Profile and its Changes in Response to Cefoperazone Treatment in MR1 Deficient Mice. 9.9 ;
Metabolites, 2020, 10, 127. :

Metabolomicsa€based pathway changes in testis fragments treated with ethinylestradiol in vitro. Birth
Defects Research, 2019, 111, 1643-1654.

Metabolomics Test Materials for Quality Control: A Study of a Urine Materials Suite. Metabolites,
2019, 9, 270. 2.9 13

Stability of the Human Plasma Proteome to Pre-analytical Variability as Assessed by an Aptamer-Based
Approach. Journal of Proteome Research, 2019, 18, 3661-3670.

Microbiota of MR1 deficient mice confer resistance against Clostridium difficile infection. PLoS ONE, 05 19
2019, 14, e0223025. ’

An Integrated Analysis of Metabolites, Peptides, and Inflammation Biomarkers for Assessment of
Preanalytical Variability of Human Plasma. Journal of Proteome Research, 2019, 18, 2411-2421.

Aptamer-Based Proteomics Identifies Mortality-Associated Serum Biomarkers in Dialysis-Dependent AKI

Patients. Kidney International Reports, 2018, 3, 1202-1213. 0.8 20

An Aptamera€Based Approach to Assess the Human Plasma Proteome for Pred€Analytical Variability. FASEB
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Dose-response analysis of epigenetic, metabolic, and apical endpoints after short-term exposure to
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Evaluation of metabolism of azo dyes and their effects on <i>Staphylococcus aureus</i> metabolome.
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Proteomic analysis of acetaminophen-induced hepatotoxicity and identification of heme oxygenase 1 as

a potential plasma biomarker of liver injury. Proteomics - Clinical Applications, 2017, 11, 1600123. 16 26

Metabolomics Analysis of Urine Samples from Children after Acetaminophen Overdose. Metabolites,
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Metabolomics evaluation of the impact of smokeless tobacco exposure on the oral bacterium
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20

22

24

26

28

JINCHUN SuN

ARTICLE IF CITATIONS

Quality assurance of metabolomics. ALTEX: Alternatives To Animal Experimentation, 2015, 32, 319-326.

Identification of a metabolic biomarker panel in rats for prediction of acute and idiosyncratic

hepatotoxicity. Computational and Structural Biotechnology Journal, 2014, 10, 78-89. 41 18

Comprehensive analysis of alterations in lipid and bile acid metabolism by carbon tetrachloride using
integrated transcriptomics and metabolomics. Metabolomics, 2014, 10, 1293-1304.

Metabolomics as a tool for personalizing medicine: 2012 update. Personalized Medicine, 2013, 10, 149-161. 1.5 22

Evaluating effects of penicillin treatment on the metabolome of rats. Journal of Chromatography B:
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Serum metabolomic profiles from patients with acute kidney injury: A pilot study. Journal of
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Study of valproic acid-induced endogenous and exogenous metabolite alterations using LCa€“MS-based
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