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Induction of autophagy by phosphate starvation in an Atgl1-dependent manner in Saccharomyces
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A Novel Zn2-Cys6 Transcription Factor AtrR Plays a Key Role in an Azole Resistance Mechanism of
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12-glucosidases screened from Aspergillus oryzae genome. Journal of Bioscience and Bioengineering, 2.2 25
2015, 120, 614-623.

Unfolded Erotein response is required for Aspergillus oryzaegrowth under conditions inducing
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compound analysis of the molasses types. Journal of Bioscience and Bioengineering, 2014, 117, 715-719.

Assays for Autophagy I: The Cvt Pathway and Nonselective Autophagy. Methods in Molecular Biology,
2014, 1163, 153-164.

Guidelines for the use and interpretation of assays for monitoring autophagy. Autophagy, 2012, 8,
445-544. 9.1 3,122
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