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Bioinformatics analyses and inAvitro evidence for five and six stacked G-quadruplex forming
sequences. Biochimie, 2018, 150, 70-75.

Electrochemical Activity of Wedelolactone and Probing its Interaction with DNA Using Voltammetry

at a Carbon Electrode. Electroanalysis, 2015, 27, 2268-2271. 2.9 5

Impact of cadmium, cobalt and nickel on sequence-specific DNA binding of p63 and p73 in vitro and in
cells. Biochemical and Biophysical Research Communications, 2015, 456, 29-34.

Preferential Binding of Hot Spot Mutant p53 Proteins to Supercoiled DNA In Vitro and in Cells. PLoS

ONE, 2013, 8, €59567. %5 34

Selective binding of tumor suppressor p53 protein to topologically constrained DNA: Modulation by
intercalative drugs. Biochemical and Biophysical Research Communications, 2010, 393, 894-899.

DNA topology influences p53 sequence-specific DNA binding through structural transitions within

the target sites. Biochemical Journal, 2008, 412, 57-63. 3.7 33

DNA modification with cisplatin affects sequence-specific DNA binding of p53 and p73 proteins in a
target site-dependent manner. FEBS Journal, 2006, 273, 4693-4706.

A Single-Surface Electrochemical Biosensor for the Detection of DNA Triplet Repeat Expansion. 9.9 33
Electroanalysis, 2006, 18, 141-151. ’

Enhancement of p53 sequence-specific binding by DNA supercoiling. Oncogene, 2004, 23, 2119-2127.

Microanalysis of DNA by stripping transfer voltammetry. Bioelectrochemistry, 2004, 63, 249-252. 4.6 26

Role of tumor suppressor p53 domains in selective binding to supercoiled DNA. Nucleic Acids

Research, 2002, 30, 4966-4974.

DNA tetraplex formation in the control region of c-myc. Nucleic Acids Research, 1998, 26, 1167-1172. 14.5 525



