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Space Station. Transactions of the Japan Society for Aeronautical and Space Sciences Aerospace
Technology Japan, 2014, 12, Pp_1-Pp_6.

0.2 3
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Analysis of the effect of accumulation of amino acid replacements on activity of 3-isopropylmalate
dehydrogenase from Thermus thermophilus. Protein Engineering, Design and Selection, 2001, 14,
601-607.

2.1 2

147 Roles for the two Nâ€•terminal (Î²/Î±) modules in the folding of a (Î²/Î±)<sub>8</sub>â€•barrel protein as studied
by fragmentation analysis. Proteins: Structure, Function and Bioinformatics, 2011, 79, 221-231. 2.6 2

148 Comparative Genomics of Thermophilic Bacteria and Archaea. , 2013, , 331-349. 2

149 Characterization of the low-temperature activity of Sulfolobus tokodaii glucose-1-dehydrogenase
mutants. Journal of Bioscience and Bioengineering, 2014, 118, 367-371. 2.2 2

150 Detection of Biological Bricks in Space. The Case of Adenine in Silica Aerogel. Life, 2019, 9, 82. 2.4 2

151 Development of Hydrothermal and Frictional Experimental Systems to Simulate Sub-seafloor
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Cloning, Expression, Purification and Characterization of Membrane Protein
Di-geranylgeranylglyceryl Phosphate Synthase from Archaea. Asian Journal of Biochemistry, 2007, 2,
152-156.
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154 Amino Acid Specificity of Ancestral Aminoacyl-tRNA Synthetase Prior to the Last Universal Common
Ancestor Commonote commonote. Journal of Molecular Evolution, 2022, 90, 73-94. 1.8 2

155 Experimental Approach to Obtain a Comprehensive Understanding of the Biogeochemistry of a
Seafloor Hydrothermal System. Journal of Geography (Chigaku Zasshi), 2009, 118, 1131-1159. 0.3 1

156
Formation, Alteration and Delivery of Exogenous High Molecular Weight Organic Compounds:
Objectives of the Tanpopo Mission from the Point of View of Chemical Evolution. Transactions of the
Japan Society for Aeronautical and Space Sciences Aerospace Technology Japan, 2012, 10, Tp_7-Tp_11.
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157
MELOS Life Search Plan: Search for Microbes on the Mars Surface with Special Interest in
Methane-oxidizing Bacteria. Transactions of the Japan Society for Aeronautical and Space Sciences
Aerospace Technology Japan, 2014, 12, Tk_41-Tk_48.

0.2 1

158 Development of mechanical space thermometer for the Tanpopo mission. Transactions of the JSME (in) Tj ET
Q

q
0 0 0 rg
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High Atmosphere above Japan. Genome Announcements, 2018, 6, . 0.8 1
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162 Microbes in Hydrothermal Environments. The History of Life: What We can Learn from
Archaebacteria.. Microbes and Environments, 1998, 13, 237-243. 1.6 0
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1P145 Cold adaptation of the thermophilic enzyme 3-isopropylmalate dehydrogenase from Sulfolobus
tokodaii(4. Protein engineering,Poster Session,Abstract,Meeting Program of EABS &amp; BSJ 2006).
Seibutsu Butsuri, 2006, 46, S183.

0.1 0

164
2P002 Conformational space of 50-residue protein segments constructed by residue-residue contact
patterns(Proteins-structure and structure-function relationship,Oral Presentations). Seibutsu
Butsuri, 2007, 47, S113.

0.1 0

165
3P131 Short-time and long-range correlative water flows around a protein investigated by molecular
dynamics simulation(Cell biological problems-adhesion, mobility, cytoskeleton, signaling, and) Tj ET
Q
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1 1 0.784314 rg
BT /Overlock 10 Tf 50 657 Td (membrane. Water and hydration, Electrolytes,Oral Presentations). Seibutsu Butsuri, 2007, 47, S235.0.1 0

166
1P011 Free-energy landscapes of humanin in water and in TFE/water using multicanonical molecular
dynamics(Proteins-structure and structure-function relationship,Oral Presentations). Seibutsu
Butsuri, 2007, 47, S26.
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167
3P276 Hyperthermophilic translation system in the last common ancestor : ancestral mutants of
Thermus thermophilus glycyl-tRNA synthetase(Proteins- protein engineering, and evolutionary) Tj ET
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BT /Overlock 10 Tf 50 577 Td (engineering,Poster Presentations). Seibutsu Butsuri, 2007, 47, S272.0.1 0

168
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BT /Overlock 10 Tf 50 547 Td (mobility, cytoskeleton, signaling, and membrane. Water and hydration, Electrolytes,Oral) Tj ET
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BT /Overlock 10 Tf 50 537 Td (Presentations). Seibutsu Butsuri, 2007, 47, S236.

0.1 0

169
1P-021 Structure variation of a 24-residue peptide on solvent, and preferential solvation by
trifluoroethanol by multicanonical sampling(The 46th Annual Meeting of the Biophysical Society of) Tj ET
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BT /Overlock 10 Tf 50 497 Td (Japan). Seibutsu Butsuri, 2008, 48, S24.0.1 0
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2P083 Characterization of catalytic properties of glycerol-1-phosphate dehydrogenase from
Thermoplasma acidophilum(The 48th Annual Meeting of the Biophysical Society of Japan). Seibutsu
Butsuri, 2010, 50, S96.
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171
2P077 Selection and characterization of a simplified TIM-barrel enzyme with a restricted amino acid
usage on its surface(The 48th Annual Meeting of the Biophysical Society of Japan). Seibutsu Butsuri,
2010, 50, S95.
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172
1P075 Elucidation of the protein sequence-stability relationship by comparing designed ancestral
proteins with reduced neutral mutations(Protein:Property,The 48th Annual Meeting of the) Tj ET
Q

q
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BT /Overlock 10 Tf 50 377 Td (Biophysical Society of Japan). Seibutsu Butsuri, 2010, 50, S32.0.1 0

173 Life search projects of NASA/ESA and of MELOS project in Japan, on Mars. Journal of the Geological
Society of Japan, 2012, 118, 675-682. 0.6 0

174
3P088 Addition of negatively charged residues can reverse the aggregation of a protein caused by an
artificially introduced hydrophobic surface(01F. Protein: Engineering,Poster). Seibutsu Butsuri, 2013,
53, S226.
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175 3P090 Creation of a platinum-binding loop on an artificial four-helix bundle protein(01F. Protein:) Tj ET
Q
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1 1 0.784314 rg
BT /Overlock 10 Tf 50 262 Td (Engineering,Poster). Seibutsu Butsuri, 2013, 53, S226.0.1 0

176
3P087 Analysis of a platinum-binding amino acid sequence identified by phage display(01F. Protein:) Tj ET
Q
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0 0 0 rg
BT /Overlock 10 Tf 50 227 Td (Engineering,Poster,The 52nd Annual Meeting of the Biophysical Society of Japan(BSJ2014)). Seibutsu

Butsuri, 2014, 54, S263.
0.1 0

177 Computer Simulation Analysis of the Protein Binding Interfaces that Form a 4-Helix Bundle Motif. ,
2014, , . 0

178 Development of a Planetary Protection Laboratory for Mars Missions. Transactions of the Japan
Society for Aeronautical and Space Sciences Aerospace Technology Japan, 2016, 14, Pv_1-Pv_6. 0.2 0

179 Selection of a platinum-binding sequence in a loop of a four-helix bundle protein. Journal of
Bioscience and Bioengineering, 2018, 125, 192-198. 2.2 0

180 Structural Analysis of Metal-Binding Peptides Using Molecular Dynamics. , 2018, , . 0
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181 Coarse-Grained Molecular Dynamics Simulation of Sulerythrin and LARFH for Producing Protein
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182 Editorial: Astrobiology at the Interface: Interactions Between Biospheres, Geospheres, Hydrospheres
and Atmospheres Under Planetary Conditions. Frontiers in Microbiology, 2021, 12, 629961. 3.5 0
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1P144 Hyperthermophilic translation system in the common ancestor : Analysis of ancestral mutants
of GlyRS of the Thermus thermophilus(4. Protein engineering,Poster Session,Abstract,Meeting) Tj ET
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1 1 0.784314 rg
BT /Overlock 10 Tf 50 657 Td (Program of EABS & BSJ 2006). Seibutsu Butsuri, 2006, 46, S182.0.1 0

184 Coarse-Grained Molecular Dynamics Simulation of IPMDH Proteins. , 2014, , . 0

185 Improvement of thermal stability of proteins by evolutionary molecular engineering.. Seibutsu
Butsuri, 1996, 36, 144-148. 0.1 0
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Mechanical Engineering Congress Japan, 2019, 2019, J19101. 0.0 0

187 Analyses of Interaction between Platinum Bonded LARFH and Gold Surface by Molecular Dynamics
Simulation. , 2020, , . 0


