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Structural mechanism for the selective phosphorylation of DNA-loaded MCM double hexamers by the
Dbf4-dependent Rinase. Nature Structural and Molecular Biology, 2022, 29, 10-20.
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A structural framework for DNA replication and transcription through chromatin. Current Opinion
in Structural Biology, 2021, 71, 51-58.
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DNA lesion as a mechanism of damage verification in bacterial nucleotide excision repair. DNA Repair, 2.8 13
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A Different Twist on Centromeric Chromatin. Structure, 2020, 28, 3-5.

A Structure-Based Mechanism for DNA Entry into the Cohesin Ring. Molecular Cell, 2020, 79, 917-933.e9. 9.7 112

Microtubule Nucleation Properties of Single Human 13TuRCs Explained by Their Cryo-EM Structure.
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Caught in the act: structural dynamics of replication origin activation and fork progression.

Biochemical Society Transactions, 2020, 48, 1057-1066. 3.4 14

Molecular Basis for ATP-Hydrolysis-Driven DNA Translocation by the CMG Helicase of the Eukaryotic
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Retroviral integration into nucleosomes through DNA looping and sliding along the histone
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Mechanism of head-to-head MCM double-hexamer formation revealed by cryo-EM. Nature, 2019, 575,
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The mechanism of eukaryotic CMG helicase activation. Nature, 2018, 555, 265-268. 27.8 196
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Methods in Molecular Biology, 2018, 1814, 287-296. :

A supramolecular assembly mediates lentiviral DNA integration. Science, 2017, 355, 93-95.

The FA Core Complex Contains a Homo-dimeric Catalytic Module for the Symmetric 6.4 55
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The architecture and function of the chromatin replication machinery. Current Opinion in
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CMG&€"“Pol epsilon dynamics suggests a mechanism for the establishment of leading-strand synthesis in
the euRaryotic replisome. Proceedings of the National Academy of Sciences of the United States of 7.1 88
America, 2017, 114, 4141-4146.
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Cryo-EM structure of a licensed DNA replication origin. Nature Communications, 2017, 8, 2241.
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Structural Studies Reveal the Functional Modularity of the Scc2-Scc4 Cohesin Loader. Cell Reports,
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Cdc45 (cell division cycle protein 45) guards the gate of the Eukaryote Replisome helicase stabilizing
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A Ctf4 trimer couples the CMG helicase to DNA polymerase I+ in the eukaryotic replisome. Nature, 2014,
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ATP-dependent conformational dynamics underlie the functional asymmetry of the replicative helicase
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