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174 Tungstate can substitute for molybdate in sustaining growth of Methanobacterium
thermoautotrophicum. Archives of Microbiology, 1994, 161, 220-228. 2.2 76
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209
Lactate conversion to acetate, CO2 and H2 in cell suspensions of Desulfovibrio vulgaris (Marburg):
indications for the involvement of an energy driven reaction. Archives of Microbiology, 1988, 150,
26-31.

2.2 75

210
Membrane-bound NADPH dehydrogenase- and ferredoxin: NADP oxidoreductase activity involved in
electron transport during acetate oxidation to CO2 in Desulfobacter postgatei. Archives of
Microbiology, 1988, 150, 145-154.

2.2 23
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