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173
The corrinoid from Methanobacterium thermoautotrophicum (Marburg strain). Spectroscopic
structure analysis and identification as Cobeta-cyano-5'-hydroxybenzimidazolyl-cobamide (factor III).
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harbouring subunit MtaC by free cob(I)alamin. FEBS Journal, 1999, 261, 674-681. 0.2 43
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FEBS Letters, 1969, 3, 144-146. 2.8 38

206 Uroporphyrinogen III, an intermediate in the biosynthesis of the nickel-containing factor F430 in
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