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Docetaxel, cisplatin, and fluorouracil chemotherapy for metastatic or unresectable locally
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Mutational analysis of anal cancers demonstrates frequent PIK3CA mutations associated with poor
outcome after salvage abdominoperineal resection. British Journal of Cancer, 2016, 114, 1387-1394.
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Contribution of germline deleterious variants in the RAD51 paralogs to breast and ovarian cancers.
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Classification of 101 BRCAL and BRCA2 variants of uncertain significance by cosegregation study: A
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