91

papers

107

all docs

34105

19,485 52
citations h-index
107 107
docs citations times ranked

89

g-index

30353

citing authors



10

12

14

16

18

*

ARTICLE IF CITATIONS

Host transcriptome signatures in human faecal-washes predict histological remission in patients with

IBD. Cut, 2022, 71, 1988-1997.

Physically interacting beta-delta pairs in the regenerating pancreas revealed by single-cell sequencing. 6.5 o
Molecular Metabolism, 2022, 60, 101467. :

The spatiotemporal program of zonal liver regeneration following acute injury. Cell Stem Cell, 2022,
29, 973-989.e10.

Liver zonation. Journal of Hepatology, 2021, 74, 466-468. 3.7 38

Space-time logic of liver gene expression at sub-lobular scale. Nature Metabolism, 2021, 3, 43-58.

Interleukin-6 produced by enteric neurons regulates the number and phenotype of microbe-responsive

regulatory TAcells in the gut. Immunity, 2021, 54, 499-513.e5. 14.3 63

Clump sequencing exposes the spatial expression programs of intestinal secretory cells. Nature
Communications, 2021, 12, 3074.

A spatial vascular transcriptomic, proteomic, and phosphoproteomic atlas unveils an angiocrine

Tied€“Wnt signaling axis in the liver. Developmental Cell, 2021, 56, 1677-1693.e10. 7.0 58

Bi-fated tendon-to-bone attachment cells are regulated by shared enhancers and KLF transcription
factors. ELife, 2021, 10, .

Single cell biologya€”a Keystone Symposia report. Annals of the New York Academy of Sciences, 2021, 2.8 3
1506, 74-97. :

Spatialfene expression maps of the intestinal lymphoid follicle and associated epithelium identify
zonated expression programs. PLoS Biology, 2021, 19, e3001214.

Spatial discordances between mRNAs and proteins in the intestinal epithelium. Nature Metabolism,

2021, 3, 1680-1693. 11.9 25

Insulin is expressed by enteroendocrine cells during human fetal development. Nature Medicine, 2021,
27,2104-2107.

Zonation of Pancreatic Acinar Cells in Diabetic Mice. Cell Reports, 2020, 32, 108043. 6.4 16

Lactate released by inflammatory bone marrow neutrophils induces their mobilization via endothelial
GPR81 signaling. Nature Communications, 2020, 11, 3547.

Diet Diurnally Regulates Small Intestinal Microbiome-Epithelial-iImmune Homeostasis and Enteritis. 28.9 101
Cell, 2020, 182, 1441-1459.e21. )

Genome-wide detection of DNA double-strand breaks by in-suspension BLISS. Nature Protocols, 2020,

15, 3894-3941.

Protocol for Single-Molecule Fluorescence In Situ Hybridization for Intact Pancreatic Tissue. STAR

Protocols, 2020, 1, 100007. 1.2 10



20

22

24

26

28

30

32

34

36

SHALEV ITZKOVITZ

ARTICLE IF CITATIONS
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