115

papers

116

all docs

136950

3,446 32
citations h-index
116 116
docs citations times ranked

161849
54

g-index

3927

citing authors



10

12

14

16

18

m

ARTICLE IF CITATIONS

<i>Pectin acetylesterase 8<[i> influences pectin acetylation in the seed coat, seed imbibition, and

dormancy in common bean (<scp> <i>Phaseolus vulgaris<[i><[scp> L.)., 2022, 4, e130.

Navy Bean Supplementation in Established High-Fat Diet-Induced Obesity Attenuates the Severity of the

Obese Inflammatory Phenotype. Nutrients, 2021, 13, 757. 41 10

Yield and antiyield genes in common bean (<scp> <i>Phaseolus vulgaris</i> <[scp> L.)., 2021, 3, e91.

Investigations of the effects of the nond€darkening seed coat trait coded by the recessive <i>jj</i>
alleles on agronomic, sensory, and cooking characteristics in pinto beans. Crop Science, 2021, 61, 1.8 3
1843-1863.

The Induction of the Isoflavone Biosynthesis Pathway Is Associated with Resistance to Common
Bacterial Blight in Phaseolus vulgaris L.. Metabolites, 2021, 11, 433.
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Effects of Nitrogen Application on Nitrogen Fixation in Common Bean Production. Frontiers in Plant 3.6 49
Science, 2020, 11, 1172. :
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Productivity. Frontiers in Sustainable Food Systems, 2020, 4, .

Postharvest seed coat darkenlng in pinto bean (<i>Phaseolus vulgaris</i>) is regulated by
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Identification, Gene Structure, and Expression of BnMicEmUP: A Gene Upregulated in Embryogenic

Brassica napus Microspores. Frontiers in Plant Science, 2020, 11, 576008. 3.6 7

Genetic Diversity, Nitrogen Fixation, and Water Use Efficiency in a Panel of Honduran Common Bean
(Phaseolus vulgaris L.) Landraces and Modern Genotypes. Plants, 2020, 9, 1238.

Agronomic Performance and Nitrogen Fixation of Heirloom and Conventional Dry Bean Varieties

Under Low-Nitrogen Field Conditions. Frontiers in Plant Science, 2019, 10, 952. 3.6 39

Navy bean supplemented high-fat diet improves intestinal health, epithelial barrier integrity and
critical aspects of the obese inflammatory phenotype. Journal of Nutritional Biochemistry, 2019, 70,
91-104.
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and yogurt in Caco-2 and HT-29 cell models. Journal of Functional Foods, 2019, 53, 125-135. :

Mapping the non-darkening trait from & Wit-rood boontjed€™ in bean (Phaseolus vulgaris). Theoretical and

Applied Genetics, 2018, 131, 1331-1343.

Draft Genome Sequence of Enterobacter cloacae 3F11 (Phylum <i>Proteobacteria</i> ). Microbiology

Resource Announcements, 2018, 7, . 0.6 o
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Draft Genome Sequence of Enterobacter cloacae 3D9 (Phylum Proteobacteria). Microbiology Resource
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Anti-inflammatory effects of phenolic-rich cranberry bean ( Phaseolus vulgaris L.) extracts and
enhanced cellular antioxidant enzyme activities in Caco-2 cells. Journal of Functional Foods, 2017, 38, 3.4 39
675-685.
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in Phaseolus vulgaris L.. Molecular Breeding, 2017, 37, 1.
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Navy and black bean supplementation primes the colonic mucosal microenvironment to improve gut
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Proanthocyanidin accumulation and transcriptional responses in the seed coat of cranberry beans
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Microsomal Omega-3 Fatty Acid Desaturase Genes in Low Linolenic Acid Soybean Line RG10 and
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Economics of genomic selection: the role of prediction accuracy and relative genotyping costs.
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OAC Spark Common Bean. Canadian Journal of Plant Science, 2016, , .

Diets enriched with cranberry beans alter the microbiota and mitigate colitis severity and associated
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Genome Regions Associated with Functional Performance of Soybean Stem Fibers in Polypropylene
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Agrobacterium tumefaciens-mediated transformation of corn (Zea maysL.) multiple shoots.

Biotechnology and Biotechnological Equipment, 2014, 28, 208-216.
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Bacterial Blightd4€"Common Bean Pathosystem. Phytopathology, 2012, 102, 434-442. 2.2 80

Aerobic and anaerobic de-epoxydation of mycotoxin deoxynivalenol by bacteria originating from
agricultural soil. World Journal of Microbiology and Biotechnology, 2012, 28, 7-13.

Rexeter common bean. Canadian Journal of Plant Science, 2012, 92, 351-353. 0.9 23

Molecular basis of seed lipoxygenase null traits in soybean line 0X948. Theoretical and Applied
Genetics, 2011, 122, 1247-1264.
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OAC Rex common bean. Canadian Journal of Plant Science, 2006, 86, 733-736.
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Stability of the association of molecular markers with common bacterial blight resistance in common 1.9 15
bean (Phascolus vulgaris L.). Plant Breeding, 1998, 117, 553-558. :

Flow Cytometric Characterization of Embryogenic and Gametophytic Development in Brassica napus
Microspore Cultures. Plant and Cell Physiology, 1998, 39, 226-234.
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