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based on a calcium-dependent Protein A ligand. Journal of Chromatography A, 2022, 1664, 462806. 3.7 1

Duration of SARS-CoV-2 Immune Responses Up to Six Months Following Homologous or Heterologous
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Longa€term SARSA€CoVa€Ra€specific and crossa€reactive cellular immune responses correlate with humoral

responses, disease severity, and symptomatology. Immunity, Inflammation and Disease, 2022, 10, e595. 2.7 6
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Systematic evaluation of SARS3€C0oV&€R antigens enables a highly specific and sensitive multiplex
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Infectious Diseases, 2021, 224, 14-20.

SymEtoms and Functional Impairment Assessed 8 Months After Mild COVID-19 Among Health Care

Workers. JAMA - Journal of the American Medical Association, 2021, 325, 2015. 74 286
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False Positive Results in SARS-CoV-2 Serological Tests for Samples From Patients With Chronic
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Engineering of Protein A for improved purification of antibodies and Fc-fused proteins. , 2020, , 35-54.
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Secretome-Based Screening in Target Discovery. SLAS Discovery, 2020, 25, 535-551.

High throughput generation of a resource of the human secretome in mammalian cells. New
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