93

papers

106

all docs

61984

8,371 43
citations h-index
106 106
docs citations times ranked

86

g-index

9323

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

SAMBA controls cell division rate during maize development. Plant Physiology, 2022, 188, 411-424.

NuA4 and H2A.Z control environmental responses and autotrophic growth in Arabidopsis. Nature

Communications, 2022, 13, 277. 12.8 32

ROPGAP-dependent interaction between brassinosteroid and ROP2-GTPase signaling controls pavement
cell shape in Arabidopsis. Current Biology, 2022, 32, 518-531.e6.

Proteomic characterization of isolated Arabidopsis clathrin-coated vesicles reveals evolutionarily

conserved and plant-specific components. Plant Cell, 2022, 34, 2150-2173. 6.6 81

TOR promotes guard cell starch degradation by regulating the activity of 12-AMYLASE1 in Arabidopsis.
Plant Cell, 2022, 34, 1038-1053.

Arabidopsis casein Rinase 2 triggers stem cell exhaustion under Al toxicity and phosphate deficiency

through activating the DNA damage response pathway. Plant Cell, 2021, 33, 1361-1380. 6.6 26

Molecular architecture of the endocytic TPLATE complex. Science Advances, 2021, 7, .

Conditional destabilization of the TPLATE complex impairs endocytic internalization. Proceedings of

the National Academy of Sciences of the United States of America, 2021, 118, . 71 17

The membrane-localized protein kRinase MAP4K4/TOT3 regulates thermomorphogenesis. Nature
Communications, 2021, 12, 2842.

Distinct EH domains of the endocytic TPLATE complex confer lipid and protein binding. Nature 12.8 23
Communications, 2021, 12, 3050. :

A Mutation in DNA Polymerase i+ Rescues WEE1KO Sensitivity to HU. International Journal of Molecular
Sciences, 2021, 22, 9409.

The DREAM complex represses growth in response to DNA damage in <i>Arabidopsis</i>. Life Science

Alliance, 2021, 4, e202101141. 2.8 27

Unraveling the MAX2 Protein Network in Arabidopsis thaliana: Identification of the Protein
Phosphatase PAPP5 as a Novel MAX2 Interactor. Molecular and Cellular Proteomics, 2021, 20, 100040.

SnRK2 Protein Kinases and mRNA Decapping Machinery Control Root Development and Response to

Salt. Plant Physiology, 2020, 182, 361-377. 48 62

KIN1O promotes stomatal development through stabilization of the SPEECHLESS transcription factor.
Nature Communications, 2020, 11, 4214.

Establishment of Proximity-Dependent Biotinylation Approaches in Different Plant Model Systems. 6.6 o1
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