26

papers

28

all docs

361413

1,927 20
citations h-index
28 28
docs citations times ranked

642732
23

g-index

4123

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS
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Journal of Virology, 2018, 92, .

The Nucleoprotein of Newly Emerged H7N9 Influenza A Virus Harbors a Unique Motif Conferring 3.4 56
Resistance to Antiviral Human MxA. Journal of Virology, 2015, 89, 2241-2252. :

Influenza virus infection causes global RNAPII termination defects. Nature Structural and Molecular
Biology, 2018, 25, 885-893.
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Restriction factor compendium for influenza A virus reveals a mechanism for evasion of autophagy.
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