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Genetic studies of body mass index yield new insights for obesity biology. Nature, 2015, 518, 197-206.

Association analyses of 249,796 individuals reveal 18 new loci associated with body mass index. Nature 914 2634
Genetics, 2010, 42, 937-948. ) >

Defining the role of common variation in the genomic and biological architecture of adult human
height. Nature Genetics, 2014, 46, 1173-1186.

New genetic loci link adipose and insulin biology to body fat distribution. Nature, 2015, 518, 187-196. 27.8 1,328

An Expanded Genome-Wide Association Study of Type 2 Diabetes in Europeans. Diabetes, 2017, 66,
2888-2902.

The Influence of Age and Sex on Genetic Associations with Adult Body Size and Shape: A Large-Scale

Genome-Wide Interaction Study. PLoS Genetics, 2015, 11, e1005378. 35 331

Multi-ancestry genetic study of type 2 diabetes highlights the power of diverse populations for
discovery and translation. Nature Genetics, 2022, 54, 560-572.

Low-frertjency and rare exome chip variants associate with fasting glucose and type 2 diabetes

susceptibility. Nature Communications, 2015, 6, 5897. 12.8 173

Whole-Genome Sequencing Coupled to Imputation Discovers Genetic Signals for Anthropometric
Traits. American Journal of Human Genetics, 2017, 100, 865-884.

A rare functional cardioprotective APOC3 variant has risen in frequency in distinct population

isolates. Nature Communications, 2013, 4, 2872. 12.8 77

A principal component meta-analysis on multiple anthropometric traits identifies novel loci for body
shape. Nature Communications, 2016, 7, 13357.

Genetic characterization of Greek population isolates reveals strong genetic drift at missense and

trait-associated variants. Nature Communications, 2014, 5, 5345. 12.8 60

Cohort-wide deep whole genome sequencing and the allelic architecture of complex traits. Nature
Communications, 2018, 9, 4674.

Genome-Wide Association Study of Peripheral Artery Disease. Circulation Genomic and Precision N 04
Medicine, 2021, 14, e002862. )

Extensive identification of genes involved in congenital and structural heart disorders and
cardiomyopathy. , 2022, 1, 157-173.

The mountainous Cretan dietary patterns and their relationship with cardiovascular risk factors: the 9.9 17
Hellenic Isolated Cohorts MANOLIS study. Public Health Nutrition, 2017, 20, 1063-1074. :

BMI-Associated Alleles Do Not Constitute Risk Alleles for Polycystic Ovary Syndrome Independently of

BMI: A Case-Control Study. PLoS ONE, 2014, 9, e87335.

A Dietary Pattern with High Sugar Content Is Associated with Cardiometabolic Risk Factors in the a1 9
Pomak Population. Nutrients, 2019, 11, 3043. :
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19 Gimpute: an efficient genetic data imputation pipeline. Bioinformatics, 2019, 35, 1433-1435.




